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SOM. 1. Morphological Character List and GenBank accession numbers. 

Morphological characters with an asterisk (*) are considered "ordered" 

 

Mandibular characters 

1. Mental foramen: absent (0); present (1). 

2. *Location of the mental foramen on the anterior region of the dentary: dorsal on the diastema 

(0); close to the dorsal margin of the dentary and opening dorsolaterally (1); at the dorsoventral 

midpoint of the lateral surface of the dentary and opening laterally (2); close to the ventral 

margin of the dentary and opening laterally (3). 

3. Dorsoventral position of the mandibular foramen respect to the retromolar fossa: dorsal respect 

to the retromolar fossa (0); ventral respect to the retromolar fossa (1). 

4. *Antero-posterior position of the mandibular foramen respect to the retromolar fossa, when the 

mandibular foramen is ventral to the retromolar fossa: posterior to the retromolar fossa (0); at 

the same level to the retromolar fossa (1); anterior to the retromolar fossa (below m3) (2). 

5. Posteroventral projection of the posterior end of the mandibular symphysis (“chin”), in lateral 

view: absent (0); present (1). 

6. Development of posteroventral projection of the posterior end of the mandibular symphysis 

(“chin”), in lateral view: well developed, forming an elongate peg exposed in lateral view (0); 

moderately developed, only a low bulge projects ventrally and is marginally exposed in lateral 

view (1). 

7. Labial edge of the condyle that is the insertion point of m. masseter posterior, in posterior 

view: projecting laterally with respect to wall of the dentary, forming small knob (0); lacking a 

distinct knob, continuous with lateral wall of the dentary (1). 

8. Medial edge of the condyle that is the insertion point of m. pterygoideus externus, in posterior 

view: projecting medially forming a shelf that overhangs the medial surface of the dentary (0); 

poorly developed projecting medially forming a small knob with respect to medial wall of the 

dentary (1). 

9. Shape of the post-condylar process, in lateral view: squared-off, forming approximately a 90° 

angle (0); rounded (1). 

10. Length of the post-condylar process: equal or longer than the anteroposterior length of the 

condyle (0); shorter than anteroposterior length of the condyle (1). 

11. Height of the coronoid process compared to the position of the condyle: located at the same 

dorsoventral level as the condyle (0); located more ventrally than the condyle (1). 

12. *Anterior margin of the coronoid process: convex (0); straight (1); concave (2). 



13. Dorsal end of the coronoid process: pointed and posterodorsally projected (0); pointed and 

dorsally projected (1); blunt (2). 

14. *Dorsoventral position of the mandibular notch: located above the occlusal surface of the 

dental series (0); located at the same height as the occlusal surface of the dental series (1); 

located ventral to the occlusal surface of the dental series (2). 

15. Shape of the mandibular notch: concave (0); almost straight (1). 

16. *Dorsoventral position of the anterior most point of the lunar notch: low, located ventral to the 

dorsoventral midpoint of the dentary (between the ventral edge of the dentary and the condyle) 

(0); located at the approximate dorsoventral midpoint of the dentary (1); high, located above 

the dorsoventral midpoint of the dentary (2). 

17. Posterior extension of the angular process: level with the post-condylar process (0); ending 

anterior to the post-condylar process (1); ending posterior to the post-condylar process (2). 

18. *Pterygoid shelf: developed (0); reduced (1); absent (2). 

19. Mylohioid shelf: absent (0); present (1). 

20. *Posterior extension of the root of the lower incisors: extending up to the level of m3 (0); 

extending up to the level of the posterior lobe of m2 (1); extending up to the level of the 

anterior lobe of m2 (2); extending up to the level of the posterior lobe of m1 (3); extending up 

to the level of the anterior lobe of m1 (4). 

21. *Location of the notch for the insertion of the tendon of the m. masseter medialis pars 

infraorbitalis with respect to the toothrow: between p4 and m1 (0); below m1 (1); between m1 

and m2 (2). 

22. Ridge of the notch for the insertion of the tendon of the m. masseter medialis pars 

infraorbitalis: absent (0); present (1). 

23. *Development of the ridge of the notch for the insertion of the tendon of the m. masseter 

medialis pars infraorbitalis: poorly developed (0); developed, without forming a shelf around 

the notch (1); well developed, forming a shelf around the notch (2). 

24. *Notch for the insertion of the tendon of the m. masseter medialis pars infraorbitalis: 

connected to the masseteric crest (0); isolated, located between the massteric crest and the 

horizontal crest (1); connected to the horizontal crest (2). 

25. *Development of the masseteric crest: well developed, forming a shelf that projects laterally 

with respect to the lateral surface of the dentary (0); forming a well-developed ridge that fails 

to project with respect to the lateral surface of the dentary (1); poorly developed as a thin and 

low ridge (2); forming a scar (3). 

26. Dorsoventral length of the masseteric scar: high (0); low (1). 



27. *Anterior origin of the masseteric crest with respect to the toothrow: below m1 (0); between 

m1 and m2 (1); below m2 (2); between m2 and m3 (3); below m3 or posteriorly to m3 (4). 

28. Shape of the lateral crest (sensu Woods, 1972): straight, projecting anteroventrally from the 

base of the coronoid process (0); curved, deflecting anteroventrally from the base of the 

coronoid process (1). 

29. Horizontal crest: absent (0); present (1). 

30. *Development of the horizontal crest: present as a low and broad ridge (0); present as a 

conspicuous crest, forming a laterally projected shelf but lacking a dorsal fossa (1); well 

developed, forming a laterally projected shelf and bearing a fossa on its dorsal surface (2). 

31. *Posterior extension of the horizontal crest, in lateral view: extending up to the anterior margin 

of the mandibular condyle (0); approximately ending at the anteroposterior midpoint of the 

mandibular condyle (1); extending up to the posterior margin of the mandibular condyle (2). 

32. Depth of the fossa located dorsal to the horizontal crest with respect to the dorsoventral depth 

of the notch for the insertion of the tendon of the m. masseter medialis pars infraorbitalis when 

the nMpi is joined to the horizontal crest: notch and fossa different in depth (0); notch and 

fossa equal in depth (1). 

33. Alveolar protuberance of the m1 (ventral outgrowth of the base of some molariform alveoli 

that projects ventrally from the ventral surface of the dentary): absent (0); present (1). 

34. Development of alveolar protuberance of m1: present as a small but distinct convexity on the 

ventral margin of the dentary (0); present as well-developed bulge on the ventral margin of the 

dentary (1). 

35. Antero-posterior length of the lower diastema respect to the molariform series: equal or shorter 

than molariform series (0); longer than the molariform series (1).  

36. Dorsal margin of the lower distema: oblique (0); subplane (1). 

 

Cranial characters 

37. Articulation of nasals with respect to premaxilla: nasals articulate with premaxilla throughout 

their length (0); anterior half of nasals do not articulate with premaxilla (1). 

38. Interorbital width (relationship between the narrower width of the frontals in the orbit and the 

largest width of the braincase posterior to the zygomatic squamosal process): longer, > 50% 

(0); shorter, <50% (1). 

39. Posterior portion of the frontals: plane (0); convex (1). 

40. *Anterior portion of the parietals: plane (0); slightly convex (1); strongly convex (2). 

41. Interparietal in adult specimens: present (0); absent (1). 



42. *Proportion of supraoccipital in dorsal view, respect to the antero-posterior length measured 

from the fronto-parietal suture up to posterior margin of supraoccipital: up to 9% (0); between 

9.1% and 20% (1); more than 20% (2). 

43. Area between temporal fossae: plane interposed (fossae do not merge on the middle line) (0); 

sagittal crest (1). 

44. Development of the temporal fossae: shallow (0); intermedia (1); deep (2) 

45. Antero-posterior length of the upper diastema respect to molariform series: equal or longer 

then the molariform series (0); shorter than molariform series (1). 

46. Ridge through which the maxillary artery and the infraorbital nerve (Cherem and Ferigolo, 

2012): absent (0); present (1). 

47. Development of the ridge through which the maxillary artery and the infraorbital nerve: 

reduced (0); developed (1); very developed (2). 

48. Dorsal process of the zygomatic squamosal process: absent (0); present (1). 

49. Position of the boundary between the mastoid and paraoccipital processes: at the same level or 

above the external auditory meatus (0); beneath the external auditory meatus (1). 

50. Dorso-ventral position of the external auditory meatus respect to the occlusal surface of the 

dental series (lateral view): at the same level (0); below the occlusal surface of the dental series 

(1). 

51. Posterior border of the upper diastema: oblique (0); vertical (1). 

52. *Posterior border of the upper diastema respect to the antero-posterior length of maxilla 

(measured from the premaxillary-maxillary suture to the posterior border of maxilla at level of 

the posterior projection of M3): up to 10% (0); between 10.1% and 13% (1); between 13.1% 

and 16% (2); between 16.1% and 20% (3); more than 20% (4). 

53. Length of incisive foramina (relationship between the antero-posterior length of the incisive 

foramina and the antero-posterior length of the diastema –from the posterior margin of the 

alveolus incisive to the most anterior margin of the alveolus p4–): long, >50% (0); short, <50% 

(1). 

54. Maximum width of the posterior margin of the incisive foramina respect to the maximum 

width of maxilla at same level: narrow (< 50%) (0): wide (> 50%) (1). 

55. Palatal surface: plane (0); only anterior portion concave (1); concave (2); uneven (3) 

56. *Location of the apex of the mesopterygoid fossa with molar series, when the M3 has one or 

two lobes: level with the M2 (0); between M2 and M3 (1); level with the M3 (2). 



57. *Location of the apex of the mesopterygoid fossa with molar series, when the M3 has three or 

more lobes: level with the anterior portion of the M3 (0); level at the middle point of the M3 

(1); level with the posterior portion of the M3 (2). 

58. Shape of the apex of mesopterygoid fossa: acuminate (0); curved (1); blunt (2). 

59. Margins of the mesopterygoid fossa: convergent (0); subparallel (1). 

60. *Maximum length of bullae (antero-medial/postero-lateral) respect to antero-posterior length 

from the premaxillary-maxillary suture up to anterior border of magnum foramen: up to 20% 

(0); between 20.1%-25 % (1); between 25.1%- 34% (2); more than 34% (3). 

61. *Maximum width of the anterior half of the basioccipital respect to width of the basicranium at 

the same level: up to 20% (0); between 20.1% and 30% (1); between 30.1% and 40% (2); more 

than 40% (3). 

 

Postcranial characters 

62. Length of ulna bone with respect to length of skull: ulna less or same than skull (0); ulna 

greater than skull (1).  

63. Length of shin bone with respect to length of skull: shin bone less than skull (0); shinbone 

greater than skull (1). 

64. Length of radius with respect to length of humerus: radius less than humerus (0); radius greater 

than humerus (1). 

 

Dental characters 

65. *Degree of hypsodonty: slightly hypsodont, having the root and the anteroposterior length of 

the occlusal surface longer than the height of the crown (0); mesodont, having the root and the 

anteroposterior length of the occlusal surface approximately equal to the height of the crown 

(1); protohypsodont, having the root and the anteroposterior length of the occlusal surface less 

than half the height of the crown (2); euhypsodont, lacking roots (3). 

66. Cement in late ontogenetic stages: absent (0); present (1). 

67. Cement in young-adult ontogenetic stages: absent (0); present (1). 

68. Cement in juvenile ontogenetic stages: absent (0); present (1). 

69. Fossettes/ids in late ontogenetic stages: present (0); absent (1). 

70. Fossettes/ids in young-adult ontogenetic stages: present (0); absent (1). 

71. Fossettes/ids in juvenile ontogenetic stages: present (0); absent (1). 

72. Mesofossettid in young-adult stages: present (0); absent (1). 



73. Distribution of enamel in molars: covering the entire crown (0); interrupted at the base of the 

lingual wall (1); interrupted at the base and the corner of the lingual wall (2); interrupted at the 

base and in two strips (3); interrupted along the entire labial wall of the upper molars (lingual 

of the lower molars) except for the flexus/ids opposite to the hyopflexus/id (4); interrupted 

along the entire lingual wall and anterolingual and posterolingual walls (5). 

74. Position of upper incisors: orthodont (0); inclined (1). 

75. Enamel of upper and lower incisors: uncolored (0); with color (1). 

76. Constriction of the apex in each lobe of the m1-m2: absent (0); present (1). 

77. Longitudinal furrow opposite to hypoflexus/id: absent (0); present (1). 

78. Transverse dentine crest on the occlusal surface, located at the middle of each molar lobe: 

absent (0); present (1). 

79. Replacement of deciduous premolar: unreplaced (0); with replacement (1). 

80. Type of replacement: postnatal replacement (0); prenatal replacement (1). 

81. Lobes in p4: incipient (0); well-developed (1). 

82. *Anterior projection on the pr.I. of p4: absent (0); incipient (1); developed (2); like an incipient 

lobe (3); pr.s.a. (4). 

83. Orientation of the pr.I. of p4 when it has two well-developed lobes but without anterior 

projection: transverse (0); oblique (1). 

84. h.p.i. (h.1i.) on p4: absent (0); present (1). 

85. *Depth of h.p.i on the occlusal surface of p4: shallow (0); up to 25% (1); up to 50% (2); up to 

75% (3); more than 75% (3). 

86. h.2i. (h.s.i.p.) on p4: absent (0); present (1). 

87. Location of h.2i. on p4: pr.I. (0); pr.II. (1). 

88. Depth of h.2i on the occlusal surface of p4: shallow (0); deep (1). 

89. h.3i. (h.s.i.a.) or h.s.i. on p4: absent (0); present (1). 

90. Location of h.3i. on p4: central (0); anterior (1). 

91. Depth of h.3i on the occlusal surface of p4: shallow (0); deep (1). 

92. Depth of h.2i. respect to h.3i. on p4: h2.i deeper h.3i (0); equally deep (1); h2.i shallower h.3i 

(2). 

93. Orientation of h.2i. and h.3i. in pr.I. of p4: parallel (0); convergent (1). 

94. h.5i. in pr.s.a. of p4: absent (0); present (1). 

95. *Depth of h.5i. in pr.s.a. of p4: shallow, up to 25% (0); deep, up to 50% (1); very deep, more 

than 50% (2). 

96. Depth of h.p.i. with respect to h.5i. of p4: h.p.i. deeper h.5i. (0); h.p.i. equally deep h.5i. (1). 



97. c3 in pr.I. of p4: absent (0); present (1). 

98. *Development of c.3 in pr.I of p4 when the h.2.i. is located in pr.I: short (0); normal (1); long 

(2). 

99. h.s.e. on p4: absent (0); present (1). 

100. Orientation of h.s.e. in p4: transverse (0); oblique (1). 

101. Depth of h.s.e. with respect to h.f.e. on p4: h.s.e. equally deep h.f.e. (0); h.s.e. deeper h.f.e. (1); 

h.f.e. deeper h.s.e. (2). 

102. Developments of lobes in M1/m1-M2/m2: incipient lobes (0); developed lobes (1). 

103. Shape of the anterior lobe of m1-m2: triangular (0); heart-shaped (1); lanceolate (leaf-shaped) 

(2); laminar (3). 

104. Shape of the posterior lobe of m1-m2: triangular (0); heart-shaped (1); complex heart-shaped 

(2). 

105. h.s.i. in m1-m2: absent (0); present (1). 

106. *Depth of h.s.i. in m1-m2: shallow (0); less than 50% (1); approximately half of the prisms 

(50%) (2); more than 50% of the prism but not splitting (3). 

107. h.t.i. in m1-m2: absent (0); present (1). 

108. *Depth of h.t.i. in m1: up to 50% of the prism (0); crossing the prism but not splitting (1); 

crossing and dividing the prism (2). 

109. *Depth of h.t.i. in m2: up to 50% of the prism (0); crossing the prism but not splitting (1); 

crossing and dividing the prism (2). 

110. Depth of h.s.i. respect to h.t.i. in m1: equally deep (0); h.s.i. shallower than h.t.i. (1). 

111. h.p.i. in m1-m2: absent (0); present (1). 

112. Depth of h.s.i. respect to h.p.i. m1: equally deep (0); h.s.i. shallower than h.p.i. (1). 

113. *Depth of h.p.i. in m1-m2: shallow (0); up to 25% (1); up to 50% (2); reaching the labial end 

(3); dividing the prism (4). 

114. h.s.e. in m1-m2: absent (0); present (0). 

115. Depth of h.s.e. in m1-m2: shallow, not surpassing the labial end of the h.p.i. (0); up to 50% of 

the width of the tooth (1). 

116. *Transverse extension of the hypoflexus/id: transversely shorter than half of the width of the 

crown (0); extending from the margin up to the transverse midpoint of the crown (1); extending 

beyond the transverse midpoint of the crown (2); crossing completely the tooth (3). 

117. Hypoflexus/id (HFI, and hfe) forms a fossete/id with the ontogeny: yes (0); no (1). 

118. Shape of the hypoflexus/id in occlusal view: very narrow and short (0); V-shaped (1); narrow 

and very long (2); funnel shaped (3); canal shaped (4); V-shaped with blunt end (5). 



119. *Length of p4-m1 with respect to the length of the m2-m3 (Wood and Patterson, 1959): p4-m1 

shorter than m2-m3 (0); p4-m1 approximately equal to m2-m3 (1); p4-m1 longer than m2-m3 

(2). 

120. Relative size of lower molars: m1<m2>m3 (0); m1<m2<m3 (1); m1=m2<m3 (2); m1=m2=m3 

(3). 

121. m3, when p4 has three lobes: simple (only h.p.i and h.s.i) (0); complex (h.p.i, h.s.i., and 

accessory flexids) (1). 

122. Transversal extension of the external fissure in complex m3: up to 75% (0); more than 75% 

(1). 

123. Orientation of left and right molar series: parallel to each other (0); anteriorly convergent (1). 

124. Number of lobes in P4: one (0); two (1). 

125. Shape of the anterior lobe of M1-M2: heart-shaped (0); laminar (1); lanceolate (leaf-shaped) 

(2). 

126. Shape of the posterior lobe of M1-M2: triangular (0); heart-shaped (1). 

127. Labial projection of the anterior lobe of M1-M2: absent (0); present (1). 

128. Shape of the labial projection of the anterior lobe of M1-M2: tip shaped (0); rounded shaped 

(1). 

129. H.P.E. in M1-M2: absent (0); present (1). 

130. H.S.E. in M1-M2: absent (0); present (0). 

131. Depth of the H.P.E. respect to H.S.E.: equally deep (0); H.P.E. deeper than H.S.E. (1); H.S.E. 

deeper than H.P.E. (2). 

132. Relative size of the upper molars: P4<M1<M2 (0); P4>M1<M2 (1); P4>M1=M2 (2); 

P4>M1>M2 (3). 

133. *Number of lobes in M3: one (0); two (1); three (2); four (3); five - six (4); seven - ten (5); 

more than 10 (6). 

134. Shape of lobes in M3 when it has three or more lobes, in which the first lobes is/are heart-

shaped: heart shaped (0); lanceolate shape (1); laminar (2). 

135. Pattern of the shape of lobes in M3 when it has three or more lobes: more than the first lobe are 

heart-shaped or lanceolate-shape (0); only the first lobe is heart-shaped or lanceolate-shape and 

the others are laminar (1). 

136. Posterior projection of the posterior lobe in M3, when the pattern is not laminar: absent (0); 

present (1). 

137. *Development of the posterior projection of the posterior lobe in M3 with two lobes: incipient 

(0); antero-posteriorly short (1); antero-posteriorly long (2); incipient lobe shaped (3). 



138. *Development of the posterior projection of the posterior lobe in M3 with three or more lobes, 

when the pattern is not laminar: incipient (0); like a small lobe (1); like a rounded lobe (2). 

139. External fissures in laminar prisms of M3: ephemeral or absent (0); present (1). 

140. *First five laminar prisms in M3 when have more than 10 laminar prisms: ephemeral or absent 

(0); shallow (1); deep (2). 

 
 
 
 
GenBank accesion numbers. 
 

Family Species TTH GHR Cytochrome b 12S 
Caviidae Cavia aperea AF433883.1 AF433930.1 GU136759.1 AF433908.1 

 Dolichotis patagonum AF433893.1 AF433939.1 AY382787.1 AF433917.1 
 Dolichotis salinicola AF433895.1 AF433941.1 GU136723.1 AF433919.1 
 Galea musteloides AF433885.1 AF433932.1 GU067527.1 AF433910.1 
 Galea spixii AF433888.1 AF433935.1 GU067492.1 AF433913.1 
 Hydrochoerus hydrochaeris AF433902.1 AF433948.1 GU136721. U12454.1 
 Kerodon rupestris AF433891.1 AF433938.1 GU136722.1 AF433916.1 
 Microcavia australis AF433889.1 AF433937.1 AF491750.1 AF433915.1 

Cuniculidae Cuniculus paca AF433880.1 AF433928.1 AY206570.1 AF520693.1 
Dasyproctidae Dasyprocta AF433897.1 AF433942.1 AF437783.1 AF433921.1 

Echimyidae Proechimys  FJ865463.1 AF332039.1 U35414.1 U12447.1 

 



SOM 2. Combined matrix. 

 

mxr 100; 
nstates num; 
xread 
'12 cytb tth ghr' 
4154 64 
 
&[num] 
Proechimys 0-0-110000000000000000-00-000---0-
0000000100010010010000-0030???000000000?10000?0--------------------
0-?0?0???0??0?00000??0???--00?00--0--?? 
Cuniculus 1010111011102201010300-02-00100-0-00000011120100100?0?01-
0012???20000010001000100--------------------0-
?0?0???0??0?00000??0???--[0 1]0?10--0--?? 
Dasyprocta 110-0-1110122010110000-01-100---0-000001101100-
0000?1?01-2022???10000000001000100--------------------0-
?0?0???0??0?00010??0???--00?10--0--?? 
Neoreomys_australis 1111111110???0102?0000-01-10101-0-0000001?1110-
000020?01-202????211000000??000101000-0--0-------0----1[0 
1]00?0???0??0?10101??10200-00?11--10-?? 
Asteromys_punctus 111211????????????0101001-0110?-0-
???????????????????0??????????100000000??000101000-0--0-------0----
1000?0???0??0?01110????????0??????????? 
Chubutomys_simpsoni
 ???????????????????????????1??????????????????????????????????
??211??0012??100???????????????????????1[0 1][0 
1]0?0???0??0?213?????????????????????? 
Chubutomys_navaensis 11??11????????????0121001-2110?-0-
??????????????????????????????211??0013??000101000-0--0-?-----0----
1[0 1][0 1]0?0???0??0?21200???????????????????? 
"Chubutomys"_leucoreios 111211????????????0121001-2110?-0-
??????????????????????????????2?00?0010??110101000-0--0-?-----0----
1000?0???0??0?11100???????????????????? 
Luantus_initialis
 ????????????????????????????????????????????????????????-
???????110000001??100101000-0--0-?-----0----
1000?0???0??0?1110????0210-00?01--10-?? 
Luantus_minor ???????????????????111001-1????-0-
??????????????????????-
???????210000000??100???????????????????????1000?0???0??0?111??????
????????1--10-?? 
Luantus_propheticus 111211????????????1111001-1110?-0-
??????????????????????-???????211000002??110101000-0--0-?-----0----
10[0 1]0?0???0??0?11101??10010-00?01--10-?? 
Luantus_toldensis
 ????????????????????????????????????????????????????????-
???????211110003??110101000-0--0-?-----0----1[0 1][0 
1]0?0???0??0?211?????0010-00??1--11-?? 



Phanomys_mixtus ???????????????????2???0????10?-0-
??????????????????????-???????211110015??110101000-0--0-?-----0----
1[0 1][0 1]0?0???0??0?21201???0010-00?01--11-?? 
Phanomys_vetulus
 ????????????????????????????????????????????????????????-
???????211110015??110101000-0--0-?-----0----1[0 1][0 
1]0?0???0??0?212?????0010-00?????????? 
Eocardia_fissa 1112101???????????1221001-31110-100000011?1100-
???0?0?11-21?????31111101[4 5]0?110101000-0--0-?-----0----
1110?0???0??0?2-201??10010-00?01--12-?? 
Eocardia_montana 1112101??????10????121000-21110-
1100?0011?110?????0?0?1?-???????31111101[4 5]0?1001011-0-0--0-?----
-0-0--1110?0???1?00?2-201??10010-00?01--12-?? 
Eocardia_excavata 111210????????????1221001-3111?-
10??00011?110????00?00?2-2111???31111101[4 5]??1101011-0-0--0-?----
-0-0--1110?0???0??0?2-201??10010-00?01--12-?? 
Eocardia_robusta 111211?????????????321000-2111?-
10???00111110???000300?2-??1????31111??140?1001011-0-0--0-?-----0-
0--1110?0???1?00?2-301??10010-00?01--12-?? 
Eocardia_robertoi
 ??????????????????????????2?????????????????????????????-
???????311111014??1101011????--?????????????1?????????????2-
2?????0010-00?01--12-?? 
Schistomys_erro 1112110011???00???0221000-11111-0-00?001101100-
??00???12-20?1???31111101[4 5]??1101011-0-0--0-?-----0-0--
1110?0???0??0?2-201??11010-00?01--12-?? 
Schistomys_rollinsii
 ?????????????????????????????????????0011?110?????0???12-
11?????311?1??1[4 5]0??1010?????????????????????1?????????????2-
2????11010-00?01--12-?? 
Matiamys_elegans
 ????????????????????????????????????000111110????00200?2-
201????311?110140?11010?????????????????????1?????????????2-
2????10010-00?01--12-?? 
Microcardiodon_williensis 1[1 2]12???????????????221001-2010?-
11??????????????????????????????31??11?14??100??1--0-0--0-?-----0-
0-?111??0???1?10?2-301???1???????????????? 
Guiomys_unica 1112???????????????121113-4112?-
10????????????????????11-??2????311111114??100??12-0-0--0-?-----0-
0--1110?0???1?10?2-312??11010-00?01--12-?? 
Prodolichotis_pridiana 11120-10011120012?1221113-?1122-
100000011?1100-?10040011-001????311?11?1401110??12-0-0--0-?-----0-
0--1110?0???0??0?2-212??11010-00?11--12-?? 
Orthomyctera_chapadmalense 12120-10110?2001?20221223-
4012011100?0011??100-010010000-002????311?11?14??111??12-0-0--0-?--
---0-0--1110?0???0??0?2-312??11010-00?21--13-?? 
D.patagonum 12120-1011020002220221223-40121111101001111100-
010030000-0021111311111114011111112-0-0--0-?-----0-0--
1110?0???0??0?2-312??11010-00?21--13-?? 



D.salinicola 12120-1011020002220221223-40120111001001111100-
0100?0000-0021111311111114011111112-0-0--0-?-----0-0--
1110?0???0??0?2-312??11010-00?21--13-?? 
Allocavia_chasicoense
 ??????????????????????????????????????????????????????????????
??311?11??4??00????????????????????????1?????????????2-3????11010-
110????????? 
Dolicavia_minuscula
 12121111111112110013212231401220110001020100112011100132-
2031000311?11?1410101??13-100--0-?-----0-0--1110-0???1-00-2-
311??11011001-21--12-?? 
Microcavia_chapalmalensis
 13121100110102012003212231401200100001021000112011100132-
1130???311?11?1400101??12-120--0-?-----0-0--1110-0???1-10-2-
301??11011001-21--1[2 3]-?? 
M.australis 1212110011110202200[3 
4]212231401200100001021000112011100132-1030000311111114001011012-
120--0-?-----0-0--1110-0???1-10-2-301??11011001-21--13-?? 
Neocavia_lozanoi
 12????????????????142122???012?011?0?102???0?11??110?13????30?
??311?11?14??101??1[0 2]-100--0-------0-0--1110-0---1-10-2-3??--
11011101-01--12--- 
Neocavia_depressidens
 ???????????????????4???2????12??11????????????????????????????
??311?11?14???0???100100--0-------0-0--1110-0---1-10-2-3??--
?????????????????? 
Neocavia_sp_nov
 12????????????????142122???012??11?0?????????11???1???3???????
??311111114??1011?11-100--0-------0-0--1110-0---1-10-2-301--
11011101-01--12--- 
Neocavia_sp
 ???????????????????4212?????????11?0??????????????????????????
??311?11?14??101??11-100--0-------0-0--1110-0---1-10-2-3??--
1????????????????? 
Cavia_tschudii 1[1 
2]121000010102022012012231411200110001121?1001211?0?1021-
21?????3111111140010111101130--0-?-----0-0--1410-0???1-30-2-
213??11110-01-21--11-?? 
C.aperea 11121000011102022012012231411200110001121010012110031021-
21210003111111140010111101130--0-?-----0-0--1410-0???1-30-2-
213??11110-01-21--11-?? 
Cavia_cabrerai
 11??10????????????????????????????00??????????????????????????
??311?11?14??101??12-120--0-------0-0--1310-0---1-30-2-213--
11???????????????? 
Paleocavia_impar
 1212100011???20??0130122314112001100?1?21010112?100110?2-
2??????311?11?1401101??101120--0-?-----0-0--1210-0???1-10-2-
311??11210-01-21--12-?? 
Paleocavia?_mawka
 ??12??????????????0301223?4112?011????????????????????????????



??311?11?14??101??101100--0-?-----0-0--1210-0???1-00-2-
3?????????????????????? 
G.musteloides 1212110011010112201101223140122010000112001001[1 
2]010031?22-[0 1][0 1]3000031111111401101111?-110--0-?-----0-0--
1110-0???1-10-2-311??11010-11021--11-?? 
G.spixii 11121100110111122011112231401220100001120?1000?0100200?2-
1130???311111114011011112-110--0-?-----0-0--1110-0???1-10-2-
311??11010-01?21--11-?? 
K.rupestris 12120-010011210120141122314012010-
000000110000?0000?1020-0021000311111115011001114-100--0-?--0--0-
100111[0 1]00---1100-2-3100-11010-11011--11-?- 
Procardiomys_martinoi 12120-
?????????????3???????0????11????????????????????2-
1???????311?11?14??100??14-110??0-?--0--0-100111100---1100-2-3?20-
1101--[0 1]1222001-1?- 
Cardiomys_cavinus 12120-
????????????1201223?4?12??1100????????????????????????????311?11?14
??000????-???--?????????????111110---1020-2-3??0-?????????????????? 
Cardiomys?_andinus
 ??????????????????????????????????????????????????????????????
??311?11?14??100????????--?????????????111100---1000-2-
3?????????????????????? 
Cardiomys_leufuensis_sp_nov 12120-
??????????????01223?4012?1110000011111110?000??00-
1?0?????311?111140?000??14-110--0-?--1000-100111100---1110-2-3?30-
11010-11223001-0?- 
Cardiomys_ameghinorum 12120-111-
???10??213012230401211?110?0011111?????0????0-
210?2???311?11?14??000??14-110--0-?--1000-100111100---1110-2-3200-
11010-11223001-1?- 
Caviodon_multiplicatus
 ???????????????????????????????????????????????????????-
????????311?11?14???00???????????????????????111???????????2-
?????????--????4101-1?- 
Caviodon_australis
 ??????????????????????????????????????0?????1?????0??00-
211?????311?11?14??000???????????????????????111120---1020-2-
3????11010-110141?1-1?- 
Caviodon_andalhualensis_sp_nov
 12?????????????????2012??????????1??00011111110?00021?0-
21012???311?11?140?000??14-120-?10?--1110-100111120---1020-2-3??0-
11010-11014101-1?- 
Caviodon_cuyano
 ???????????????????????2????12???????00???????????????0-
211?????311?11?14??000??14-130-?10?--1110-100111120---1020-2-3120-
11010-1101510[0 1]-0?- 
Caviodon_pozzii
 1212???????????????401223?4012?010??0000????1?????0?100-
210?????311?11?140?000??14-120-?10?--1110-100111120---1020-2-3??0-
11010-11014101-1?- 



Xenocardia_diversidens
 ??????????????????????????????????????????????????????0-
2???????311?11?14??000???????????????????????111???????????2-
2????11210-11234101-1?- 
Cardiatherium_chasicoense 12??1011?????????2?21122304012?00-
00??001?????????0???2-2???????311111114??000??14-
131101102110010111112111000113102-5011011010-111?421---10 
Hydrochoeropsis_dasseni
 ????????????????????????????????????0000120?0?????0?102-
0??03???311?11?140?000??14-141111110012011111112???????????3-
4????11010-1113621---11 
Hydrochoeropsis?_wayuu
 ???????????????????????????????????????????????????????-
????????311?11?14??000??14-??1111110010?11111112???????????3-
4????110?0-1113621---11 
Phugatherium_novum 12120-?????????????311223??012?10-
110000120200??000?1?2-22103???311?111140?000??14-14111111110--
11111112131121114113-4011011010-1113621---12 
Phugatherium_cataclisticum 12120-1????????22??311223?4?12110-
11??????????????????2-221?????311111114??000??14-
141111110112011112112131110114113-4011011010-1113621---12 
Phugatherium_saavedrai ????????????????????11223?4?12??0-
?????????????????????-????????311?11?14??000??14-14111111110--
1211111213111011411?-???10??010-11??621---12 
Phugaterium_dichroplax 12??0-?????????????301223???????0-
????????????????????2-2?1?????311?11?14??000??14-
141111110112012111112131110114113-4??1011010-111?621---12 
Neochoerus__ 1212101111?????2?2041122304012110-
00?000120210???00???2-221?????311?11114??000??14-141011112-1201-
111112131121114113-4011111010-1113621---00 
H.hydrochaeris 121210111011210222040122304012[0 1]10-
000000120210?0000?102-22103000311011114000001114-141011112-1201-
1111121312[1 2]0114113-4011111010-1113621---00 
 
&[dna] 
Proechimys       
???????????????????????????????????GCAAGAGTCATCACTCCTG?TGAGAATGCCCT
ACAAATCTT????ATAGATCCAAAGGAGCAGGTATCAAG??CACACCCA??CGGTAGCTCATAACAC
CTTGCTTTGCCACACCCCCACGGGAC?ACAGCAGTAACTAAAATTAAGCTATAAACGAAAGTTTGAC
TAAGTTATGCCATTCTTATTCTAAGGGTTGGTAAATCTCGTGCCAGCCACCGCG?TCATACGATTAA
CCCTAATTAATAAATTT?CGGCGTAAAGAGTGTT??AAAAACTAAACAAA??ATAAGACTAAATTTT
ACCCAAGTCGTAAAAAACATCAGGTAAAAACA?AGCCCGTTAACGAAAGTAGTCTTAATAATCATGA
AAACACCAAAGCTGAGATCCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACACAAATAT
TT?TATAACAAAAATATTCGCCAGAGAACTACTAGCTACAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTAAACCCATCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTCG
CTAATTCAGTTTATATACCGCCATCTTCAGCAAACCCCCACAGGGAATTAAAGTAAGCACAATTATT
AT?CATAAAAACGTTAGGTCAAGGTGTAACCAATGAAGTGGGAAGAAATGGGCTACATTTTCTTTTA
CAAGAACACATACAACAGTTACCCTTATGAAAA?TTAAGGGTTTAAGGAGGATTTAGTAGTAAATTA
AGAACAGAGAGCTTAATTG????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
??????????????????????? 



C.aperea         
CAGCCTTTTTATTAGCTGTCTGCAGGATTATACATGACAAAATCCCTACACCGG?TGAGAATGCCCT
CTGTACCAC??ACTTAGGTTTAAAGGAGCGGACATCAAG??CACACTGC?TAAGTAGCTCACGACGT
CTTGCTTTGCCACACCCCCACGGGAG?ACAGCAGTAATAAAAATTAAGCAATAAACGAAAGTTTGAC
TAAGTCATGCAGC??????AATCAGGGTTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGATTGA
CCCTAGTTAATAAATCC?CGGCGTAAAAAGTGTTTTGG?AACTATAAAAA??ATAAGACTAATCCTT
GTCTAAGTTGTAGAAAACTCTAGACA?CGGTAGAAACCATAAACGAAAGTAGTTTTAATAAGTCCGA
?CACACGAAAGCTAAGGCCCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACACAAAAAC
TTACATAACAAAAGATTTCGCCAGAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCGCCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTCACCTCTCCTTG
CTAATTCAGCCTATATACCGCCATCTTCAGCCAACCCTATTATGGAAACAAAGTGAGCGCAAGTACA
CTACATAAAAACGTTAGGTCAAGGTGTAGCCAATGGAGAGGGAAGAAATGGGCTACATTTTCTTAC?
CCAAGAACA?TTAAACGCAAATCTTTATGAAAT?TCAAAGATCTAAGGAGGATTTAGTAGTAAATCA
AGAATAGAGAGCTTGATTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
TCCAAGGGTTT?TGTACA?AA??????CTAACAAATATTAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
M.australis      
TGGCCTTTTTATTAGTTGTCTGCAGAATTATACATGCAAAAATCCCTATACCGG?TGAGAATGCCCT
CTATGTTTC??ATTGCAATCAAGAGGAGTTGGCATCAAG??CACACTAA?AGAGTAGCTCATAACGC
CTTGCTTCGCCACACCCCCACGGGAG?ACAGCAGTAATAAAATTTAAGCTATGAACGAAAGTTTGAC
TAAGTCATGCAGC??????CACTAGGGTTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAATTAATAAAACC?CGGCGTAAAAAGTGTTTTAG?AAATATAGTAA??ATAAGATTAAACTCC
ATCTAAGTTGTAAAAAACTATAGACA?AAGTATAAATCAAAAACGAAAGTAATCTTACCATGTCTGA
ACACACGAAAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACATAAAAGA
CTATGTAACAAAGACTTTCGCCTGAGAACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATATACCTCACCACCCCTTG
CTAATTCAGCCTGTATACCGCCATCTTCAGCAAACCCAATTATGGAAACAAAGTAAGCGCAAGCACA
TCACATAAAAACGTTAGGTCAAGGTGTAGCCAATGGGATGGGAAGAAATGGGCTACATTTTCTTAT?
CAAAGAACA?TTAAACGCAAGCCCTTATGAAACCTTGAGGGACCAAGGAGGATTTAGTAGTAAATCA
AGAATAGAGAGCTTGATTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
TTTAAGAATTC?AACCTAGAA??????TCAACACATATGAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
G.musteloides    
TAGCCTTTTTATTAGTTATTTGTAAACTTATACATGCAAGTATCATCACACCGG?TGAGAATACCCT
CTAAACCTG??TCACAGGTTAAAAGGAGTTGGTATTAAG??CACGCTACTAAAGCAGCTCATAACAC
CTTGCTTAGCCACACCCCCACGGGAA?ACAGCAGTAATAAAAATTAAGCAATAAACGAAAGTTTGAC
TAAGTTATACAATCT????AATTAGGGTTGGTTAATCTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCATATTAATAAATGTACGGCGTAAAA?GTGTTTTAGCAATTACAACAA??ATTAGGTTAAATTTT
GTCTAAGCTGTAAAAAGCTTTAGGCGTAAACATAAATCAAAAACGAAAGTAACCTTAATATAGCTGA
ATACACGAAAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCGTAAACAAAAAAAC
TCAAACAACAAGAGTTTCCGCCCGAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTTACCATTCCTTG
CTAATTCAGCCTATATACCGCCATCTTCAGCAAACCCAATCATGGAATCAAAGTAAGCTTAATTATC
ATGCATAAAAACGTTAGGTCAAGGTGTAGCTAATGGAATGGAAAGAAATGGGCTACATTTTCTTAC?
TAAAGAACAATTTAACGAAAATCTTTATGAAAT?TTAAAGATTAAAGGAGGATTTAGTAGTAAACTA
AGAATAGAGAGCTTAGTTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
TTTAATTACTT?AATAATAAC??????TATGCATATATAAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
G.spixii         
TAGCCTTTTTATTAGCTATTTGTAAACTTATACATGCAAGCATCCCCACACCAG?TGAGATTACCCT
CTAGATCTA??CCA?AGGTCAAAAGGAGTTGGTATCAAG??CACACTAC?AAAGTAGCTCACAACAC



CTTGCTTAGCCACACCCCCACGGGAA?ACAGCAGTAATAAAAATTAAGCAATAAACGAAAGTTTGAC
TAAGTTATACAATTT????ATATAGGGTTGGTAAATCTCGTGCCAGCCACCGCGGTCATACGGTTGA
CCCGTGCTAATAAACATGCGGCGTAAAA?GTGTTTTAGTAAATGCTATAA??ATTAGGTTAAATTTT
ACCTAAGCTGTAAAAAGCTTTAGGTATTAATATAAATCAAAAACGAAAGTAACCTTAATATATCTGA
ACACACGAAAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGTCGTAAACAAAAAAAC
TTAGACAACAAGAGTTTTCGCCTGAGGACTACCAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTTACCACCCCTTG
CTAATTCAGCCTATATACCGCCATCTTCAGCAAACCCAATCATGGAATCAAAGTAAGCATAAACACC
ATACATAAAAACGTTAGGTCAAGGTGTAGCCAATGGGGTGGAAAGAAATGGGCTACATTTTCTTAT?
AAAAGAACAATTTAACGGAAGCCTTTATGAAAC?CGAAAGGCCCAAGGAGGATTTAGTAGTAAACTA
GAAATAGAGAGCTTAGTTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCCCAAGTA
TTCAAATATTTTAATAATAAA??????TCATAATATACAAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
D.patagonum      
CAGCTTTTTTATTAGTTGTCTGCAAAATTATACATGCAAGAGTCATCACACCAG?TGAGAATGCCCT
TTAAGCCTT??ACA?AAACTAAAAGGAGCAGGTATCAAG??CACACTAC?AAAGTAGCTCATAACAC
CTTGCTTCGCCACGCCCCCACGGGAATACAGCAGTAATAAATATTAAGCAATAAACGAAAGTTTGAC
TAAGTTATGCAGCC??????TTCAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAACTAATAAATATCCGGCGTAAAAAGTGTTTTAG?AGGCATGAATG??ATAAGACTAAATTTT
ATCTAAGTTGTAAAAAACTCCAGATA?CAATTGAAACCAAAAGCGAAAGTAGTCTTAATATATCTGA
ACACACGAAAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACTTTAAAAT
TCATACAACAAGAATCTTCGCCCGAGGACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTGTAATCGATAAACCCCGATATACCTCACCACTTCTTG
CTAATACAGCCTATATACCGCCATCTTCAGCAAACCCAATCATGGAACCAAAGTAAGCAAAAGTATC
TTGCATAAAAACGTTAGGTCAAGGTGTAGCCAATGAAGTGGAAAGAAATGGGCTACATTTTCTTAC?
CAAAGAACA????TACGCAAATCTTTATGAAAA?TTAAAGACTCAAGGAGGATTTAGTAGTAAATTA
AGAATAGAGAGCTTAATTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
CCCAAAAATCTAAAAA?TTAA????AATTAATATGTACAAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
D.salinicola     
TGGCTTTTTTATTAGTTATTTGCAGAATTATACATGCAAGAGTCATCGAACCGG?TGAGAATGCCCT
TAAAACCTT??ACA?AGGCTAAAAGGAGCAGGTATCAAG??CACACTAC?AAAGTAGCTCACAACAC
CTTGCTTCGCCACACCCCCACGGGAATACAGCAGTAATAAATATTAAGCAATGAACGAAAGTTTGAC
TAAGTCATGCAATCA????TTTTAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAACTAATAAACATTCGGCGTAAAGAGTGTTTTAG?AGGTTTAAAAACTATAAGACTAAGCTTT
ATCTAAGTCGTAAAAAACTCTAGATA?AAATTAAAACCAAAGACGAAAGTAATCTTAGTATATCTGA
ACACACGAAAGCTAAGACTCAAACTGGGATTAGATACCCCACTATGCTCAGCCGTAAACCTTAAAAT
TCATACAACAAGAATTTTCGCCCGAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTATAATCGATGAACCCCGATATACCTCACCACTTCTTG
CTAATACAGCCTATATACCGCCATCTTCAGCAAACCCAATTATGGGATCAAAGTAAGCACAAATACC
TTACATAAAGACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTAC?
CAAAGAACA???ACACGCAAATCTTTATGAAAA?CTAAAGATCTAAGGAGGATTTAGTAGTAAATTA
AGAATAGAGAGCTTAATTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
CTAAGGATTTTCAAAACTTTA????AATCAACATGCATAAGAGGAGACAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
H.hydrochaeris   
???????????????????????????????????GCAAGAGTCATCGCCCCGG?TGAAAATGCCCT
CTAAACCAC??ATA?CGGATAAAAGGAGCGGGTATCAGGCGCACACCAC?AAAGTAGCCCATAACAC
CTTGCTTCGCCACACCCCTACGGGAG?ACAGCAGTAACAAAAATTAAGCAATAAACGAAAGTTTGAC
TAAGTCATGTAGCTA????T?TAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAACTAATAAACTTCCGGCGTAAAAAATGTTTTAG?AGATATAAAAA??ATAAGATTAAACTCT



ATCTAAGTTGTAAAAAACACCAGATA?AAATGTAAGTCAATAACGAAAGTAATCTTAATACCTCTGA
ATACATGAAAGCTAAGACTCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACATAAAAGT
TCACATAACAAGAACTTTCGCCCGAGAACTACTAGCAACAGCTTAAAACTCAAAGGACTTGGACGGT
GCTTTATATCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTCACCACTTCTTG
CTAATTCAGCCTATATACCGCCATCTTCAGCAAACCCAATCATGGCAACAAAGTAAGCACAAACATA
TTACATAAAAACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTAC?
CAAAGAACA??TAAACGTAAATCTTTATGAAAC?CTAAAGATAGAAGGAGGATTTAGTAGTAAATTA
AGAATAGAGAGCTTAATTG????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
??????????????????????? 
K.rupestris      
TGGCTTTTTTATTAGTTATTTGCAGAATTATACATGCGAGAGTCATCATACCAG?TGAGAATGCCCT
CTAAACCAT??ATA?CGGCTAAAAGGAGCGGACATCAAG??CACACTAC?AAAGTAGCTCATAACGT
CTTGCTTAGCCACACCCCCACGGGAA?ACAGCAGTAATAAGAATTAAGCAATAAACGAAAGTTTGAC
TAAGTCATGCAACCT????TCTAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAACTAATAAACTTCCGGCGTAAAAAATGTTTTAG?AGAACATAAAA??ATAAGATCAAATTTT
ATCTAGGTTGTAAAAAACTACAGATA?AAGCGTAAACCAGAAACGAAAGTAATCTTAACACATCTGA
ATACATGAAAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCATAAACACAAAAAT
TTATACAACAAAAATTTTCGCCTGAGAACTACTAGCCACAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTATACCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTCACCACTTCTTG
CTAATACAGCCTATATACCGCCATCTTCAGCAAACCCAATCATGGAAACAAAGTAAGCACAAATATA
TCATATAAAAACGTTAGGTCAAGGTGTAGCCAATGAAGTGGGAAGAAATGGGCTACATTTTCTTTC?
CAAAGAACAA?TAAACGCAAATCTTTGTGAAAC?CCAAAGATACAAGGAGGATTTAGTAGTAAATTA
AGAGTAGAGAGCTTAATTGAACTAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTA
CCTAAAAATTTTACAAACCTAGAAAAATTAACAAATATGAGAGGAGATAAGTCGTAACAAGGTAAGC
ATACTGGAAAGTGTGCTTGGA?? 
Dasyprocta       
TGGCCTTTTTATTAGTTAAATGTAAAATTATACATGCAAGACTCCTCTCCCCGGGTGAAAATGCCCT
TTTAACCAC??AAA??GRATGAAAGGAGCGGGTATCAAG??CACACTAA?TTAGTAGCTCACAACGC
CTTGCTTTGCCACACCCCCATGGGAA?ACAGCAGTAATAAAAATTAAGCAATAAACGAAAGTTTGAC
TAAGTTATACACTAGC???AAAAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCAAACTAATAAAACC?CGGCGTAAAGAGTGTTTTAG?AAAAACATAAA??ATAAGACTAAAATTT
ATCTAAGTCGTAGAAAACACCAGATA?AAATACATACTG?AAACGAAAGTAGTCTTACTATATCTGA
ATACACGAAAGCTAGAATCCAAACTGGGATTAGATACCCCACTATGCCTAGCCATAAACATAAAAAT
TT?TATAACAAAAATTCTCGCCCGAGAACTACTAGCCACAGCTTAAAACTCAAAGGACTTGG?CGGT
GCTTTACACCCACCTAGAGGAGCCTGTTCTATAATCGATAAACCCCGATACACCTCACCACCCCTTG
CTAATTCAGCTTATATACCGCCATCTTCAGCAAACCCTATTATGGAACAACAGTAAGCTTAACTATC
AACAATAAAAACGTTAGGTCAAGGTGTAGCCTATGGGGTGGGAAGAAATGGGCTACATTTTCTTAT?
CAAAGAACA?TTCTACGCAAATCCTCATGAAAC??TGAGGATATAAGGAGGATTTAGTAGTAAATTA
AGAACAGAGAGCTTAATTGAACCAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCCTCAAGTG
TTCAAAAATTC??ACCCAAAA???????CAACA?ACACAAGAGGAGATAAGTCGTAACAAGGTAAGT
ATACTGGAAAGTGTACTTGGA?? 
Cuniculus        
TAGCCTTTTTATTAGTTGTTCGCAAAATTATACATGCAAGAATCACCATGCCAG?TGAGAAAGCCCT
CTAAGCCTACAAAACAGGCCGAAAGGAGCAGGTATCAAG??CACACCTA?CCGGTAGCTCACAACAT
CAGGCCCAGCCACACCCCCACGGGAG?ACAGCAGTAACCAATATTGAGCAATGAACGAAAGTTTGAC
TCAGTTATGCAATACA???AACAAGGGTTGGTCAATTTCGTGCCAGCCACCGCGGTCATACGATTAA
CCCTAACTAATAAACCT?CGGCGTAAAAGGTGTTTTAGGAAAAAATAAAAA?ATAAGACTAAATTTC
ACCTAAGTCGTAAAAAACTCTAGGCG?AAACATGAAACACGAGCTAAAGCCGTCTTAACCTGCCTGA
ACACACGAAAGCTAAGACTCAAACTGGGATTAGAGACCCCACTATGCTTAGCCGTAAACATAAAGAT
TT?TACAACAAAAATTTTCGCCCGAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGT



GCTTCACACCCACCTAGAGGAGCCTGTTCTATAATCGATACACCCCGATCCACCTCACCACCTCTTG
CCAATTCAGCCTATATACCGCCATCTTCAGCAAACCCAATTATGGAACAAAAGTAAGCACAAGCACT
TCACGTAAAAACGTTAGGTCAAGGTGTAGCCAATGAAGTGGGAAGAAATGGGCTACATTTTCTTAAA
CAAAGAACA?TTTCACGCAAGTTTCTATGAAAT?CTAAAAACCCAAGGAGGATTTAGTAGTAAATTA
AGAGTAGAGAGCTTAATTGAACCAGGCCATGAAGCACGTACACACCGCCCGTCACCCTCTTCAAGTA
TCTAAGCCATGAGCAACACAA??????????????TGCAAGAAGAGATAAGTCGTAACAAGGTAAGC
ATACTAGAAAGTGTGCTTGGAAA 
 
&[dna] 
Proechimys      
ATG?CCAACGTACGAAAATCCCACCCTCTAATCAAAATCATTAACCACTCTTTCATTGATTTGCCCA
CTCCATCTAATATCTCAGCATGATGAAATTTCGGTTCTTTATTAGGTGTATGTTTAGTCATCCAAAT
TATCACCGGGTTATTTCTAGCCATACACTATACTGCAGACACAACCACAGCCTTCTCATCTGTTGCA
CATATTTGCCGAGACGTAAACTACGGTTGACTAATCCGATATGCACACGCCAACGGAGCATCAATAT
TCTTCATCTTCCTTTATTTTCACATTGGACGAGGCCTTTACTATGGGTCTTACACTTTCATAGAAAC
TTGAAACGTAGGAGTAATTTTATTATTCGCAGTAATAGCTACTGCCTTTATAGGGTATGTCCTCCCA
TGAGGACAGATATCTTTCTGAGGTGCAACAGTCATTACTAACCTACTTTCAGCTATCCCTTATATTG
GTCCTACCCTCGTAGAATGAATCTGAGGAGGCTTCTCAGTAGACAAAGCAACCTTAACACGATTCTT
TGCTTTTCACTTCGTATTGCCCTTTATTATTACCGCAATAGTTATAATCCACCTACTATTTCTTCAC
GAAACAGGATCAAACAACCCTTCAGGATTAAATTCAAATTCAGACAA?ATCCCATTCCACCCTTATT
ATACAATTAAAGACATTCTAGGTCTACTATTTATACTATTATCTCTAACAATATTAATTCTATTTTC
ACCAGATCTCTTAGGAGACCCAGATAACTATACTCCTGCCAACCCACTTAACACTCCACCTCATATT
AAACCAGAATGATACTTTTTATTCGCTTACGCAATCCTACGCTCCATCCCTAACAAATTAGGAGGAG
TCCTAGCACTAGTATTCTCCATTCTAATCTTAATACTATTCCCCGTATTACATATATCCAAACAACG
AAGCATAACATTCCGCCCTATTAGCCAATGCCTACTATGAATTCTAACAGCAAACTTAGTTATCCTA
ACCTGAATTGGAGGACAGCCCGTAGAATACCCATTCATCACAATCGGACAACTAGCATCCATCTCTT
ACTTTTGTATTATTTTAATTCTCATACCAACAACAGGATTTATAGAAAACAAATTACTTAAATGAAG
A 
K.rupestris     
ATGACCCACATGCGAAAATCACACCCACTAATCAAAATTATCAACCATTCACTCATCGACCTTCCGG
CCCCATCCAACATCTCAGCATGATGAAACTTCGGCTCACTTTTAGGAGTCTGCCTCGGACTACAAAT
TATTACGGGTTTATTTCTAGCAATACACTACACCGCAGACACAACCACAGCCTTCTCATCCGTCGCC
CACATTTGCCGAGATGTCAACTACGGCTGATTGATTCGATATATACACGCAAACGGAGCATCCATAT
TCTTTATCTTCCTTTATCTTCACATTGGACGAGGTATTTATTATGGATCTTACATATTTCTAGAAAC
CTGAAATATTGGCATCCTCCTCTTATTTTCAGTTATAGCCACTGCATTCATAGGTTACGTATTACCA
TGAGGACAAATATCCTTCTGAGGCGCCACTGTAATCACGAACCTCTTATCAGCAATCCCCTACATTG
GAACAACCTTAGTCGAATGAATCTGAGGAGGTTTCTCAGTCGACAAAGCCACTCTCACACGCTTTTT
CGCCTTTCACTTTATTCTTCCCTTCGTCATCGCAGCCCTAGTCCTAGTCCACCTCCTATTCCTCCAC
GAAACAGGATCAAACAATCCCTCAGGACTAAACTCTGACACTGACAAAATTCCCTTCCACCCCTACT
ACACAATTAAAGATATCATAGGATTACTATTCACAATTCTAACCCTCTCAGCACTAGTCCTATTCTC
ACCCGACCTCCTCGGTGACCCAGACAACTACACCCCAGCCAACCCACTAAACACACCCCCACACATC
AAACCAGAATGATACTTTCTATTTGCATACGCAATTCTCCGCTCCATCCCTAATAAACTAGGAGGAG
TCCTCGCCCTCGTACTGTCAATTTTAGTCCTAGCGCTATTTCCAATACTCCACCTATCAAAACATCG
CAGCATAACATTCCGCCCCTTCAGCCAATGTCTTTTATGACTACTAGTAGCTAACCTCATTATCCTC
ACATGAATTGGAGGCCAACCAGTCGAACACCCTTACATCACAATCGGCCAACTGGCATCCATTACCT
ATTTCCTCACCATCCTCGTCCTTTTCCCCCTAGTAAGCTTAGCAGAAAACAAAATT???????????
? 
H.hydrochaeris  
ATGACCCACCTACGAAAATCACACCCACTAATCAAAATCATCAACCACTCATTCATTGATCTTCCAG
CCCCATCCAACATCTCAGCATGATGAAATTTCGGCTCACTATTAGGAATCTGCCTCGGATTCCAAAT
CGTCACAGGTCTATTCCTAGCAATACACTACACCGCAGACACCACCACAGCATTTTCATCTGTCACC



CACATTTGCCGAGATGTCAACTACGGCTGGCTCATCCGATACCTACACGCAAACGGAGCATCCATAT
TCTTTATTCTTCTCTATCTCCACATTGGTCGAGGAATCTACTATGGATCTTATACATTTACAGAAAC
CTGAAATATCGGAATCCTACTCCTATTTACAGTTATAGCCACCGCGTTCATAGGTTACGTATTACCC
TGAGGACAAATATCCTTCTGAGGTGCTACAGTAATTACCAACCTCCTATCAGCTATCCCTTACATCG
GAACAACCCTTGTTGAATGGATTTGAGGGGGTTTCTCAGTTGACAAAGCTACCCTTACACGCTTCTT
CGCCTTCCACTTCATCCTTCCTTTCATCATCACAGCTCTTGTCATAGTCCATCTCTTATTCCTCCAT
GAGACAGGATCAAACAACCCCTCAGGCCTTAACTCAAATTCCGACAAAATCCCATTCCACCCCTACT
ACACAATCAAAGACATCCTAGGACTGCTACTCATAATACTAGCACTCACAAGCCTAGTCCTCTTCAC
ACCAGACCTCCTTGGTGACCCAGACAACTACACCCCAGCTAACCCATTAAACACTCCCCCACATATC
AAACCAGAATGATACTTCCTATTTGCTTACGCAATCCTCCGCTCCATTCCTAACAAACTAGGGGGTG
TATTAGCCCTTGTACTCTCTATCCTAATCTTAGCCTTATTTCCAATACTCCACCTATCCAAGCAACG
CAGTATAATATTTCGCCCCCTCAGCCAATGTCTCCTTTGATTACTAGTAGCAAACCTCATTATCCTC
ACATGAATTGGAGGACAACCAGTTGAACACCCCTATATCACAATCGGCCAACTAGCATCCATCTCCT
ATTTCCTTATTATTCTTATCCTTTTCCCACTAGCAAACATAGCAGAAAACAAAATCCTAAAATGAAG
A 
C.aperea        
ATGACCCACCTACGAAAATCACACCCACTCATCAAAATCATTAACCACTCCCTAATCGACCTCCCAG
CCCCATCCAACATTTCAACATGATGAAATTTCGGCTCCCTTTTAGGCATCTGTCTAGGCCTACAAAT
TATCACAGGACTCTTCCTAGCAATACACTACACTGCAGATACTTCCACAGCATTCTCATCTGTCGCC
CACATTTGCCGAGACGTGAACTATGGTTGACTAATCCGATATCTACATGCTAATGGAGCATCCATAT
TCTTTATTTTCCTATATTTACACATCGGGCGAGGCATCTACTACGGATCATACACATTCCTAGAGAC
ATGAAACATTGGAATTGCCCTTCTGTTCGCGGTTATGGCTACCGCATTCATAGGGTACGTATTACCA
TGAGGACAAATATCCTTTTGAGGTGCTACCGTTATCACTAATCTTCTATCAGCTATCCCTTATATTG
GAACAACCCTTGTAGAATGGATCTGGGGTGGGTTCTCAGTAGATAAAGCCACTCTAACACGATTCTT
TGCCTTCCATTTCATTCTTCCATTCATCATTACCGCCCTAGTAATAGTTCACCTCTTATTCCTTCAC
GAAACAGGATCAAACAACCCAGCAGGATTAAATTCAGACTCAGATAAAATTCCATTCCACCCTTATT
ACACAACCAAAGACATTTTAGGAGTTCTGTTCATAATACTAGCACTTCTGTGCTTAGTACTTTTTAC
ACCCGACCTATTAGGAGACCCAGATAACTACACACCCGCTAACCCATTAAACACACCACCACACATT
AAACCAGAATGATACTTCCTATTTGCCTACGCAATCCTCCGCTCTATCCCTAACAAACTAGGAGGCG
TCCTAGCTCTAATTCTCTCTATCCTGATCTTGGCCCTATTCCCCATTCTCCACACATCAAAACAACG
TAGCATAACATTCCGCCCCCTCAGCCAATGTCTTCTATGATTACTAGTAGCTAACCTCCTCATCCTC
ACATGAATTGGAGGACAACCCGTTGAACACCCCTACATCACCATCGGCCAGTTAGCCTCCATCTCCT
ACTTCTTCATCATCCTAATCCTTTTCCCCTTAACGAGCCTATTAGAAAATAAAATATTAAAATGAAG
A 
D.patagonum     
ATGACCCACATACGAAAATCACACCCACTAATCAAAATTATCAACCACTCATTCATCGACCTTCCCA
CCCCATCCAACATCTCAGCATGATGAAACTTTGGTTCTCTTCTAGGAATCTGCCTTGGATTACAAAT
TATCACAGGGCTATTCTTAGCAATACACTACACGGCAGACACAATCACAGCATTCTCATCTGTAACC
CACATCTGCCGAGATGTAAACTACGGCTGACTAATCCGATATCTACATGCCAATGGAGCATCCATAT
TCTTTATTCTCCTCTATCTTCACATCGGACGAGGCATTTATTATGGATCATACACATTTATAGAGAC
CTGAAACATCGGAATCCTTCTTCTATTTGCAGTCATAGCTACTGCTTTCATAGGGTATGTGCTGCCA
TGAGGACAAATATCATCTTGAGGTGCTACCGTTATCACAAACCTGCTATCAGCAATTCCATATATCG
GAACAACATTAGTTGAATGAATCTGAGGGGGATTCTCAGTTGACAAAGCAACCCTAACACGATTTTT
TGCCTTCCACTTTATTCTTCCCTTCATCATTCCAGCTCTAGTCATAATCCACTTCTTTTTCTTACAC
GAAACAGGATCAAATAATCCCTCAGGGCTAAACTCTGACTCTGACAAAATCCCATTCCACCCATACT
ACACAATCAAAGATATTATAGGATTACTTATCATAATACTAGCCCTCATATCCCTAGTCCTCTTCTC
ACCCGACCTCCTTGGCGATCCGGACAACTACACCCCTGCCAACCCCCTAAACACTCCCCCACATATT
AAACCAGAGTGATATTTCCTATTCGCATACGCCATTCTCCGCTCCATCCCCAATAAACTAGGAGGTG
TTTTAGCCCTCGTACTCTCAATTTTAGTTCTAGCCCTATTTCCTATACTCCACCTATCAAAGCAACG
CAGCATGACATTTCGACCCTTCAGCCAATGTCTCCTATGAATACTAACCGCTAATTTATTTATCCTC
ACATGAATCGGAGGCCAACCAGTAGAATACCCCTATATTACAATTGGTCAACTAGCATCAATTAACT



ACTTCTTCACCATCCTCATCGTTTCCCGCCTGGTTAGCCTAATAGAAAACAAAGTCCTAAAGTGAAG
A 
Cuniculus       
ATGACCCACATACGCAAGTCCCACCCGCTAATTAAAATTATAAACCACTCATTCATTGACCTTCCCG
CCCCCTCTAACATCTCGGCCTGATGAAACTTCGGATCATTACTAGGAATTTGCCTAGCCCTACAAAT
CATCACAGGCCTTTTCTTAGCAATACACTACACCGCTGACACTAACTCAGCATTCTCATCTGTCGCC
CATATCTGCCGAGACGTAAACTACGGCTGACTAATTCAACATCTACATGCCAACGGAGCATCAATAT
TTTTCATCTTCTTGTATCTCCACATCGGCCGAGGAGTCTACTATGGATCCTACATACTTTCAGAAAC
CTGAAATATCGGCATCCTCCTCCTATTCTCAGTAATAGCCACCGCATTCATAGGCTACGTACTCCCA
TGAGGACAAATATCA????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
? 
D.salinicola    
ATGACCCACATACGAAAATCACACCCACTAATCAAAATCATCAACCACTCATTCATCGACCTCCCTG
CTCCATCTAACATCTCAGCATGATGAAACTTCGGCTCCCTTCTAGGAGTTTGTCTCGGATTACAAAT
CATCACCGGATTATTCCTAGCAATACACTATACCGCAGATACAACCACAGCATTCTCCTCCGTAACT
CACATTTGCCGAGACGTAAACTACGGTTGACTGATCCGATACCTACACGCCAACGGAGCTTCCATAT
TCTTCATTTTCCTTTACCTTCATATCGGACGAGGCATTTATTACGGATCCTACACATTTATGGAGAC
CTGAAACATTGGAATTCTTCTCCTATTTTCAGTCATAGCTACTGCTTTCATAGGATACGTTCTACCA
TGAGGACAAATATCATTCTGAGGTGCCACCGTAATTACCAACCTTTTATCCGCTATTCCCTATATTG
GGACAACTCTAGTTGAATGAATCTGAGGGGGCTTCTCAGTTGACAAAGCCACACTAACACGATTTTT
TGCTTTCCACTTCATCCTACCCTTCATTATTGCTGCCCTAGTAATAATTCACCTACTCTTCTTACAT
GAAACAGGATCAAATAACCCTTCAGGGCTGAACTCAGACTCAGATAAAATCCCATTTCACCCATATT
ACACAATCAAAGACATCATAGGACTACTACTTATAATACTAGTACTCATATCCTTAGTCCTCTTCTC
ACCCGACCTCCTCGGTGACCCTGACAACTATACCCCTGCTAATCCACTAAACACACCCCCACACATC
AAGCCAGAATGATACTTTCTATTTGCATATGCCATCCTCCGTTCAATCCCTAACAAGCTAGGAGGAG
TGCTAGCTCTCGTATTCTCAATCCTAATCCTAGCCCTATTCCCAACCCTACATTTATCAAAACAACG
CAGCATAATATTCCGGCCTTTTAGCCAATGTCTACTATGAATACTAACCGCTAACCTATTCATCCTT
ACATGAATCGGAGGGCAACCAGTAGAACACCCCTATATTACAATCGGTCAACTAGCATCCATTACAT
ACTTCTTCACCATCCTTATCCTATTCCCACTAGTAACTCTAATAGAAAACAAAATCCTAAAATGAAG
A 
G.musteloides   
ATGACCCACATACGAAAATCTCATCCACTCATTAAAATTATTAATCACTCATTCATTGACCTACCAA
CCCCATCAAATATCTCAGCATGATGAAATTTTGGGTCTTTATTAGGTATATGTTTAGGCTTACAAAT
TATCACAGGATTATTCCTAGCTATACACTATACAGCAGATACACTCACAGCATTTTCATCAGTCACC
CATATCTGCCGAGACGTAAATTATGGCTGATTAATCCGCTACCTCCATGCCAATGGCGCATCAATAT
TCTTTATTTTCCTTTATATTCACATCGGACGAGGAATCTACTACGGATCCTACACATTCATAGAAAC
ATGAAACATCGGAATTATTCTTCTATTCACCGTAATAGCTACAGCTTTCATAGGCTACGTATTACCA
TGAGGACAAATATCATTTTGAGGTGCCACCGTTATCACAAACCTGCTATCAGCAATTCCATATATCG
GAACAACATTAGTTGAATGAATCTGAGGAGGCTTCTCAGTTGGCAAAGCAACCCTAACACGATTTTT
TGCCTTCCACTTTATTCTTCCCTTCATCATTTCAGCTTTAGTAATAGTACATCTACTATTCCTTCAC
GAAACAGGATCAAACAACCCATCAGGCCTAAACTCCGACTCAGATAAAATTCCATTCCACCCCTACT



ACTCAACTAAAGATATTCTAGGCCTAATCTTCATAATATTAGTACTCCTATCACTAGTCTTATTTAC
CCCCGACCTCCTAGGAGACCCAGACAACTATACCCCAGCCAACCCTTTAAACACACCGCCACACATT
AAACCTGAATGATATTTCCTATTTGCATATGCAATTCTACGATCTATTCCTAATAAATTAGGAGGAG
TTCTAGCCCTAGTATTATCAATTCTAATTCTAGCCCTATTCCCAATACTACACATAGCCAAACAACG
TAGTATAATATTCCGCCCCATCAGCCAATGCCTTCTATGACTCCTAATAGCAAACCTAATTATCCTT
ACATGAATTGGAGGCCAACCAGTTGAACACCCCTACATTATAATTGGACAACTAGCATCAATCTCTT
ACTTCTCCATTATCCTAATTCTATTCCCACTAGCAAGTTCAATCGAGAATATAATCTTAAAATGAAG
A 
G.spixii        
ATGACCCACATTCGAAAAACACATCCCCTTATCAAAATCATTAACCACTCATTTATTGACTTACCAA
CTCCATCAAACATTTCATCATGATGAAACTTTGGTTCACTGCTAGGAATCTGCTTAGGGTTACAAAT
CCTTACAGGCCTATTTCTAGCTATACACTACACCTCCGATACACTCACAGCATTCTCATCAGTCACC
CATATTTGCCGAGACGTAAACTATGGATGACTAATCCGCTATCTACACGCTAACGGAGCATCAATAT
TCTTTATTTTCCTTTATATTCACATCGGACGAGGCATCTACTATGGATCCTATACATTCACAGAAAC
ATGAAACATTGGAATTCTACTCCTATTCGCCGTAATAGCCACAGCTTTCATAGGCTACGTATTGCCA
TGAGGACAAATATCATTTTGAGGCGCTACAGTTATCACTAACCTCCTCTCAGCAATTCCTTACATTG
GCACAACATTAGTAGAATGAATTTGAGGGGGATTTTCAGTAGACAAAGCAACCCTGACACGATTCTT
CGCCTTTCACTTCATCCTTCCGTACATCATCTCAGCTCTAGTAATAGTCCACCTATTATTCCTCCAT
GAAACGGGATCAAACAACCCTATAGGTCTCAACTCTGACTCAGATAAAATTCCATTTCATCCCTACT
ATACAATTAAAGACATCATAGGGTTTATTTACATAATCCTAGCTTTACTATCACTAGTCCTATTCTC
CCCTGATCTTTTAGGGGATCCAGATAACTATACCCCAGCCAATCCTCTAAACACACCACCCCATATT
AAACCTGAATGATATTTTCTATTCGCATACGCAATCCTACGATCCATTCCCAATAAACTAGGAGGAG
TGTTGGCTCTAGTAATATCAATCCTAATTCTAGCTCTTTTCCCAATATTGCATATATCCAAACAACG
CAGCATAACATTCCGCCCAATCAGCCAGTGCTTACTATGATTTCTAGGGGCCAATTTAGTAATCCTT
ACATGAATCGGAGGACAACCAGTCGAACATCCATATATCATAATTGGCCAACTAGCATCCATCACCT
ACTTCCTCACCATTTTAATTTTATTTCCCCTAGCTAGTTCAATCGAAAACGCTATCTTAAAATGAAG
A 
Dasyprocta      
ATGACTCACCTACGAAAATCACACCCACTAATCAAAATTATTAACCACTCTTTCATTGATCTCCCAA
CCCCATCCAACATCTCAGCTTGATGAAACTTCGGCTCTCTACTAGGCATCTGCCTAATAATACAAAT
CCTTACAGGCTTATTCCTAGCAATACATTACACCGCAGATACAACCACAGCATTCTCATCCGTTACA
CACATTTGCCGAGATGTGAATTACGGATGACTAATCCGATACTTACACGCCAACGGAGCATCAATAT
TCTTTATTCTCATTTACCTACACATCGGACGAGGAATCTATTACGGATCCTACACTTTCTCAGAAAC
CTGAAACATTGGAATTTTACTGTTACTAGCAGTAATGGCAACCGCCTTCATAGGGTACGTACTGCCA
TGAGGACAAATATCATTCTGAGGGGCTACCGTAATTACAAACCTCCTATCAGCAATCCCTTACATCG
GCACAACCCTAGTCGAGTGGATCTGAGGCGGGTTCTCAGTAGACAAAGCCACCCTAACCCGATTCTT
CGCATTTCACTTTATTCTCCCATTTATCATTGTTGCACTAGTTATAACCCACCTACTATTCCTTCAC
GAAACCGGATCAAATAACCCCTCAGGATTAAACTCTGATTCAGATAAAATCCCATTCCATCCGTACT
ATACAATCAAAGATATCATAGGGTTCATATTCATAGGGTTCACTATCCTCCTTTTAGTACTTTTCTC
ACCAGACCTTTTAGGAGACCCAGATAACTACTCACCAGCCAATCCTCTTAATACCCCTCCACACATC
AAACCAGAATGATACTTCCTCTTCGCATACGCCATCCTACGCTCTATCCCCAACAAACTGGGAGGTG
TTGTAGCTCTACTAACCTCAATCCTAGTCCTAGCTCTATTTCCAATTATACACCTATCAAAACAACG
AAGCATAACATTCCGTCCAATCAGCCAATGCCTTCTATGAATACTAACAGCTAACTTAGCGATCCTT
ACATGAATTGGAGGGCAACCAGTCGAACACCCCTACATCCTCATTGGTCAAGTAGCATCAATTACCT
ACTTCCTAATCATCCTTATCCTAATACCACTCTTCAGTATAGTAGAAAATAAATTCCTTAAATGAAG
A 
M.australis     
???????????????CAATCACACCCACT?ATT???ATTAT?AATCACTCGCTCAT?GATCTCCCAG
CTCCATCCAATATTTCAGC???????AA?TTTGGCTCCCTC?T?G???TATGCCTAGGC?TA????T
CATCACAGGCTTATTTCTAGCCATACACTACACCGCAGACACAACTACAGCTTTCTCTTCTGTCACC
CACATCTGCC?AG????ATACTAC?GCTA?CTAATC???TATTTACATGCTAGCGGAGCATCAATAT



TCTTTATTTTTTTATATCTGCACATCGGGCGAGGTACATACTATGGCTCCTACACATTTACAGAACC
CTGAAACATTGGAATTATACTATTATTTGCAGTAATAGTTACTGTTTTCATAGGCTACATATTACCA
TGAGGACAAATATCATTTTGGGGTGCTACTGTAATTACAAACCTTTTATCAGCCATTCCATACATTG
GAACAACCCTCGTTGAATGAATTTGAGGCGGTTTCTCAGTTGATAAAGCTACCCTTACACGATTCTT
CGCCTTCCACTTTATTTTACCCTTCATCATTGCCGCCCTAGTTATAGTCCATCTATTATTCCTCCAC
GAAACAGGATCAAACAACCCCTCAGGCCTTGACTCCAACTGCGATAAAATTCCATTCCACCCATATT
ACACAATCAAAGATATCTTAGGG????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????
? 
 
 
&[dna] 
Proechimys       
CATTCTTTAACGTCCCTACTATAGAACACTGA?TGTACACTGGGTGACATACAAGTGATTTTTGGC?
???TTAGCAACTCTTGCTTTTAGGGCCCTAATACTAAGTGGAGAAGCTTA?TAACTGTCAACACTTG
TGTTATTGGTAATGGGATCAGCATGAGCTTCCAAATTTGTTCCAGATTCTTAATGCCATTGCTTCAA
ACTTCAAAATGAATGACCTTACTGGGGCTGGGGAGATAGCTTTGAGGCACAAGTGCCTGCTGGGCAA
GTGCAAGGTCATGACTTTGGACCCCAGTCCTGAAAAAAAATGGGATGAATGAACTTACTGAACTGCG
GCTTGGACTCAGAGGTTT?TGTCTTCTTACCTTGATACATTGAGTTTGCAATGTCTCATACCTTGAC
ATGCTCAGACAGATGTTGGCAACAAAGACATGCTATCAGTCAGGCTGCTAACATTGAATTTCACACA
AAAAAAATCCT??TTTATGAAATACATTGATGAGACAAACTGCATAGGTTATATCATTAGGGGCTTT
TGTCTAGT???AGTAAAAGTACTGATTGGTATTT?GTTGGCAAGTAACATTCTAGTCAGATAGGTGA
TTCTTAAGTCTTCTGGAAGAATTAACTAAATGTTATC??????????????????????????????
????????????AGATGGGTAAGAAAAGTAGYCTGATATTATTTTACAATAACTAGTAAGAGGAAAT
TACTACACAAACAACTTTTAAGAATGATCTCTGGAAATAATTATTTGGTCTTAC?ACACAGGGAATC
TTTTCAGTGATTGCACTCCTATGGAGAGGTTGTACAAACCCACTGTTCTCCAAGAACCTGTTTTCTC
CTCTGAA?TGCCCTGCAAACATCC?CCAGTCAA?TCGATAGCAGTGCGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATTATGTCTGTGTTATACTGAGTGGGGAAGCTCATTAACTACCAACACTTAT
GTTGCTGGTAATGAGATCAGCATGCACTTCCGGCATTGTTCCAGATTCTGAACATCTTAAAGAGTAA
ATCTGTTCATGCTGATCAATTTTGTT? 
H.hydrochaeris   
GATTCTTTAAAATCCCTGTTATAGAATACGGA?TGTACATTAGGTGGCATGGAAGTGACTTCTTGCA
GCGTTGACAATTTGTGCCATTA????????ATAGTGGA????AAAGCTCATTAACTGTCAGCACTTC
TGTTATTGGTAATGAAATCAGCATGCACTTCCAGATTTGTTCCAGATTCTTAATGCCATTGATTTAA
ACTTCAAAAAGAACGA?????????????????????GGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCTGAACTAGG
GCTCGGACTCATGGTTTTTTGCCTAGTTGCTTTGATACTTTGAGTTTGCAAGGTTTAGTACACTGAT
ACCCTCAGACAGATGCCAGAAACAAAGACATGCTATCAATGAGGCTGCTAAGGTTGAATTTGATG??
?CAATTACCCT??GTTATGAAACATAGG????GGACAAACTGCATAGAT??TAT?ATTCAGGCCCTT
TGACCAATCAAAACAGAAGTATTGATTGATATTTTTTTGGCAAGCAACATTCTAGTCAGAGAGCTGA
TTTTTAAGTCTTCTAGAAGAATTAACTAA?TGCTATG??????????????????????????????
????????????TGATGGGTAATAAAAGTAGTCTGCTATTATTTTACAATAGCTGGTAAGAGGAAAT
TATTATACTGACAACTTTTAAAAATGATCTCAGGAAA?AATTATTTGGTCCTCCAACACAGTGAA?G
TTTTCAGTAATTCTACTCAATTGAAGAGTCTGAACAAAGCAACTGTTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAA?TCAATAGCAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGCAAACAATTATGTCTGTGTTATACTGAGTGGGGAAGCTCATTAATTATCACCACTTAT



GTTACTGGTAACCGGATCAACATGCCCTTCCGGCATTGTTCCAGGTTCTTAACACCATAAAGAATAA
ATCCTTTCACTCTGATCAATTTTGTTG 
K.rupestris      
GATTCTTTAAAGTCCCTGGTATAGAATGCAGA?TGTACATTAGGTGGCATGGAAGTGACTTCTTGCA
ACTTTGACAACTTGTGCCATTA????????ACAGTGGA????GAAGCTCATTAACTGTCAGCACTTC
TGTTATTGGTAATGAGATCAGCATGCACTTCCAGATTTGTTCCAGATTCTTAGTGGCATTGATTTAA
ACTTCAAAAAGAATGA?????????????????????AGCTTAGCRG????????????????????
???????????????????????????????????????????????????AGCTTGCTGAACTAGG
GCTTAGACTCATGGTTTTTTGCCTAGTTGTTTTGATACTTTGAGCTTGCAATGTCTAGTACACTGAT
ACCCTCAGACAGAGCCCAGAAATCAAGACATGCTATCAATGAAGCTGCTAATGTCGAATTC?ATG??
?AAATTACCTT??GTTAGGAAACATAGG????GGACAAACTGCATAAAT??TAT?AATCAGGCCCTT
TGACCAATCAAAACAGAAGTATGGATTGATATTTGTTTGGCAAACAATGTTCTAGTCAGAGAGCTGA
TTTTTAAGTCTTCTAGAAGAATTAA?TAA?TGCTATA??????????????????????????????
????????????TGATGGGTAATAAAAGTAGTCTGCTATTATTTTACAATAGCTGGTAAGAGGAAAT
TACTATCCTGACAACTTTTTAAAATGATCTCAGGAAA?GATTATTTGGTCCTCCAACACACTGAA?G
TTTTCAGTAATTCCACTCAATTGAAGAGTCTGAACAAAGCAACTGTTCTCAGAGGGCCTATTTTCTC
?TTTGAAATTCATTGCAAACGTCC?CCAGTCAA?TCGATAGCAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATCATGTCTGTGTTATACTGAGTGGGGAAGCTCATTAATTATCACCGCTTAG
ACTACTGGTAACGGGAGCAGCATGCACTTCCGGCATTGTTCCAGGTTCTTAACACCATAAAGAATAA
ATCCTTTCACTGTGATCAATTTTGTTG 
G.musteloides    
GATTCTTTAAAGTCCCTGTTATAGGATGCAGA?TGTACACTAAATGGCAATGAAGTGACTTCTTGCA
GCTTTGACAACTTGTGCCATGA????????ACAGTGGA????GAAGCTCATTAACTGTCAGCACTCC
TGTTACGGGTGATGAGCCCAGCGTGCACTTCCAGATTTGTTCCAGATTCTTAATGCCATTGATTTAA
ACTTTGCAAAGAATGG?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCT????????
???CGGACTCATGGTTTTTTGCCTAGTTGCTTTGATACTTTGAATTTGCAATGTCTAGTATTTCAAT
ACCCTCAGACAGATGCCAGAAATAAAGACACGCTATCAAAGAAGCTGCTAAAGTTGAATTTCATG??
?AAATTATCCT??GTTATGAAACATAGGTAGGGGACAAACTGCATAGAT??TAT?AGTTGGGCCCTT
TGGTTAATCAAAACAGAAGTATTGATTGATATTTTTTTGGCAAACAACATTCTAGTCAGAGAGCTGA
TTCATAAGTCTTCTAGAAGAATTAACTAA?TGCTATA??????????????????????????????
????????????TGATGGGTAATAAAAGTAGTCTGATATTACTTTACAATAACTGGTAAGAGGAAAT
TACTATGCTGACAACTTTTAAAAATGATCTCTGGAAA?AATTATTTGGTCCTCGAACACTGTGAA?G
TTTTCAGTAACTCCACTCAAATGAAGAGTCTGAACAAAGCAGCTGTTCTCAGAGGGCCTGTTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAAATCAATAGCAGTGTGTCTGGAGGCAGAAACCATC
?GTGCTTTGGAAACAATTATGTCTGTGATATACAGAGTGGGGAAGCTCATTAATTATCAACACTG??
GTTACTGGTAATGGGATCAGCATGCACTGCCGGCATTGTTCCAGGTTCTTAACACCATAA?GAATAA
ACCCTTTCACTCTGATCAATTTTGTTG 
G.spixii         
GATTCTTTAAAGTCCCTGTTATAGGATGCAGA?TGTACACTAGATGGCATGGAAGTGACTTCTTGCA
GCTTTGACAACTTGTGCCATGA????????ACAGTGGA????GAAACTCATTAACTGTCAGCACTCC
TGTTACGGGTGATGAGCCCAGCGTGCACTTCCAGATT???????????CTTAATGTCATTGATTTAA
ACTTTGACAAGAATGA?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCT????????
???CCGACTCATGGTTTTTTGCCTAGTTGCTTTGATACTTTGAATTTGCAACGTCTAGTATTTTGAT
ACCCTCAGACAGATGCCAGAAACAAAGACACGCTATCAATGAGGCTGCTGAAGTTGAATTTCATG??
?AAATTACCCTATGTTATGAAACATAGGTAAGGGACAAACTGCATAGAT??TAT?AGTTAGGCCCTT
TGGTTAATCAAAACAGAAGTACTGATTGATATTTTTTTGGCAAACAACATTCTAGTCAGAGAGCTGA
TTCGTAAGTCTTCTAGAAGAATTAACTAA?TACTATA??????????????????????????????
????????????TGATGGGTAATAAAAGTAGTCTGATATTATTTTACAATAACTGGTAAGAGGAAAT
TACTATGCTGACAACTTTTAAAAATGATCTCAGGAAA?AATTATTTGGTCCTCGAACACTGTGAA?G



TTTTCAGTAACTCCACGCAAACAAAGAGTCTGAACAAAGCAGCTGTTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAAATCAATAGCAGTGTGTCTGGAGGCAGAAACCATC
CGTGCTTTGGAAACAATTATGTCTGTGATATACCGAGTGGGGAAGCTCATTAATTATCAACACTT??
GTTACTGGTAATGGGATCAGCATGCACTGCCGGCCTTGTTCCAGATTCTTAACACCATAA?GAATAA
ACCCTTTCACTCGGATCAATTTTGTTG 
D.patagonum      
GATTCTTTGAAGTCCCTATTATAGAAYGCAGA?TGTACATTAGGTGGCATGGAAGTGACTT???GCA
GCTTTGACAACGTGTGCCATTA????????ATAGTGGA????GAAGCTCATTAACTGTCAGCACTTC
TGTTATTGGTAATGAGATCAACATGCACTTCCAGATTTGTTCCAGACTCTTCATGCCATTGATTTAA
ACTTCAAAAAGAACGA?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCTGACCTGGG
GCTCAGACTCATGGTTTTTTGCCTAGTTGCTTTGATACTTCAAGCTTGCAATGTCTAGTGCATTGAT
ATCCTCAGACAGATGCCAGAAATAAAGACATACTATCAATGAGGCTGCTAATGTTGAATTTCATG??
?AAATTACCCT??GTTATAAAACATAGTTAGGGGACAAATTGCATAGAT??TAT?ATTCAGGCTCTT
TGGCCAATCAAAACAGAAGTATTGATTGATATTTGTTTGGCTAACAACATTCTAGTTAG????CTGA
TTTTTAAGTCTTCTAGAAGAATTAACTAA?TGCTATAAGATGGGTAATAAAAGTAGTTTGATATTAT
TTTACAATAGCATGATGAGTAATAAAAGTAGCTTGACATTATTTTACAATAGCTGGTAAGAGGAAGT
TACTACACTGACAACTTTTAAAAATGATCTCAGGAAA?AATTATTTGGTCCTCCAACACAGTGAA?G
TTTTCAGTAATTCCACTCAATTGAAGAGTCTGGACAAAGCAACTGTTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCCTCCAATCGA?TAG????CAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATTATGTCTGTGTTATACTGAGTGGGGAAGCTCATTAATTATCAACRCTTAC
GTTACTGGTAATGGGATCAGCATGCACTTCCGGCATTGTTCCAGATTCTTAACACCAGAAAGAATAA
ATCCTTTCACTCTGATCAATGTTGCTG 
D.salinicola     
GATTCCTCTAAGTCCCTCTTATAGAATGTAGA?TGTGCATTAGGTGGCATGGAAGTGACTTCTTGCA
GCTTTGACAACTTGTGCCATTA????????ATAGAGGA????GAAGCTCACTAACTGTCAGCACTTC
TGTTACTGGTAATGAGATCAACATGCACTTCCAGATTTGTTCCAGACTCTTCATGCCATTGATTTAA
ACTTCAAAAAGAACGA?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCTGAACTAGG
GCTCAGACTCATGGTTTTTTGCCTAGTTGCTTTGATACTTCAAGTTTGCAATGTCTAGGGCATTGAC
ATCCTCAGA?AATCCTCAGAAATAAAGATGTACTATCGATGAGGCTGCTAATGTTGAATTTCATG??
?AAATTACCCT??GTTATGAAACATAGTTAGGGGACAAATTGCATAGAT??TAT?ATTCAGGCCGTT
TGGCCAATCAAAACAGAAGTATTGATTGATATTTGTTTGGCTAACAACATGCTAGTTAGAGAGCTGA
TTTTTAAGTCTTCTAGAAGAATTAACTAA?TGCTATA??????????????????????????????
????????????TGATGGGTAATAAAAGTAGCTTGACATTATTTTACAATAGCTGGTAAGAGGAAAT
TACTACACTGACAACTTTTAAAAATGATCTCAGGAAA?AATTATTTGGTCCTCCGACACAGTGAA?G
TTTTCAGTAATTCCACTCAATTGAAGAGTCTGGACAAAGCAACTGCTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCCTCCAATCGA?TCG????CAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTCTGGAAACAATTACGTCTGTGTTATACTGCGTGGGGAAGCTCATTAATTATCGACACTTAT
GTTACTGGTAATGGGATCAGCATGCACTTCCGGCATTGTTCCAGATTCTTAACACCATAAAGAATAA
ATCCTTTCACTCTGATCCATGTTGCTG 
M.australis      
GATTCTTTAAAGTCCCTGCTATAGAATGCAGA?TGTACATTAGGTGGCATGAAAGCGACTTCTTGCA
GCTTTGACAACTCGTTCCATTA????????ACAGTGGA????GAAGCTCATTGACCGTCAGCACTCC
TGTTACGGGTAATGAGATCAGTGTGCTCTTCCAGATTTGTTCCAGATTCTTCATGCCACTGATCTAA
GCTTCAAAAAGAACAA?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCTGAACTAGC
GCTCAGACTCATGGTTTTTT?CCTAGTCG?TTTGATACTTTGAGTTTGCAATGTCTAGCACCTTGAT
ATCCTCAGACAGATGCCAGAAATAAAAACATGCTATTAATGAAGCTGCTAATGTTAAATTTTATG??
?AAATTAGCCT??GTTATGAAGCAT????AAGGGATAAACTGAATAGAT??TAT?ATTTGGGCCCTT
TGGTTAATCAAAACAGAAGTATTGACTGA??TTTTTTTGGCAAACAACATTCTAGTCAGAGAGCTGA



TTTTTTAGTCTTCTAGAAGAATTAACTAA?TGCTATA??????????????????????????????
????????????TGATGAGTAAGAAAAGTAGTCTGATATTATTTTACAGTRGCTGGTAAGAGGAAAT
TACAATACTGACAACTTTTAAAAATGATCTCCGGAAA?AATTATTTGGTCCTCCRACACAGTGAA?C
TTTTCAGTAATTCCACTCAATTGAAGAGTCTGRACAAAGCAACTGCTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCCTCCAATCGA?TCG????CAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTCTGGAAACAATTACGTCTGTGTTATACTGCGTGGGGAAGCTCATTAATTATCGACACTTAT
GTTACTGGTAATGGGATCAGCATGCACTTCCGGCATTGTTCCAGATTCTTAACACCATAAAGAATAA
ATCCTTTCACTCTGATCCATGTTGCTG 
C.aperea         
GATTCTTTAAAGTCCCTGTTATAAAATGCAGA?TGTACATTGGGTG???????????ACTTCTTGTA
GCTTTGACAAGTCGTGCCATTA????????ACAGTGGA????GAAGCTCATTAACTGTCAGCACTCC
TGTTATTGGTAATGAGAGCACTGTGCACTTCCAGATTTGTTCCAGATTCTTAATGCCATTGATTTAA
ACTTCAAAAAGAATGA?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTGCTGGACTAGG
GCTCGGAGTCATGGTTTTTTGCCTTGTTGCTTTGATACTTTGAGTTTGCAATGTCTAGTACCTTGAT
ACCCTCAGACAGATGCCAGAAATAAAGATATGCTATCAATGAAGCTGCTAATTTTGAATTTCATG??
?AAATTACCCT??GTTATGAAACACAGTTAGGGGACAAACTGCATAGAT??TAC?ATTCAGGCTCTT
TGGTTCATCAAAACAGAAGTATTGACTGA??TTTTTTTGGCAAACAACGTTCTAGTCAGAGAGCTGA
TTTTTAAATCT???AGAAGAATTAACTAA?TGCTGAGTAATAAATAGAAGAATTAACTA????????
???????????ATGATGAGTAATAAAAGTAGTCTGATATTATTTTACAATAGCTGGTAAAAAGAAAT
TACTATGCTGACAACTTTTAAAAATGATCTCCGGAAA?AATTATTTGGTCCTCCAATACAGTGAA?C
TTTTCAGTAATTCCACTCAAATAAAGAGACTGAACAAAGCAACTATTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAA?TCGA???TAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATTATGTCTGTGTTATATTGAGCGGGGAAGCTCATTAATTATCAACACTTAT
GTTACTGGTAATGGGATCAGCATGCACTT????????GTTCCAGATTCTTAACACCATAAAGAATAA
ATCCTTTCACTTTGGTCAATTTTGGTG 
Dasyprocta       
GATTCTTTCACATCCCTGGTATAGAACGCAGA?TGTACATTAGATGGCATGGAAGTAGCTTCTTGCG
GCTTTGGCAACTTGTGCTATTAGGGACCTTATATTGAGT???GGGGCTCGTTAACTGTCAGCACTTA
TGTTCCTGGTAATGAGATCAGCATGCACTTCCAGATTTGTTCCAGATTCTCAATACCATTGATTCAA
ACTTTGAAAAGAATGG?????????????????????AGCTTTGCAG????????????????????
???????????????????????????????????????????????????AACTTGCTGGACTAGG
GCTCAGACTCAGGGGTTTTTGCCTTGTTGCTTTGATACATTGAGTTTGCAATGCCTAGTACCTCGAT
ATCCTCAGACAAGTAACAGAAATAAAGACATGCTATCAATAAGGTTGYTAATGTCGAATTTCATA??
?AAAGTACCCT??TTTATGAAACATATTTAGGGGACAAACTGCATAGATC?TAT?GTTTGGGCCTTT
TRGCTAATCAAAACAAAAGTATTGATGGATATTT?TTTGGCAAACAACATTCTAGTCAGGTAGCTGA
TTCTTATGTCTTCCAGAAGAATTAACTAA?TGCTATA??????????????????????????????
????????????AGACGGGTAAGAAAAGTAACCTGATRTTGTTTTGCAACAACTAGTAAGAGGGAAT
TACTATACTAACAACTTATAAAAATGATCTCAGGAAA?AAT?ATCTGGTCCTCCAACACAGTGAATC
TTTTCAGTAATTCCACTCAAATGAAGAGGCTGAACAAAGCGACTGTTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAA?TCGATAGCAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATTATGTCTGTGTTATACTGAGAGGGAAAGCTCATTAATTATCAACACTTAT
GTTACTGGTAATGGGATCAGCATGCACTTATGGCATTGTTCCAGATGCTTAACACCATAAAGAATAA
ATTCTTTCACCCTGACCAATTTTGTTG 
Cuniculus        
GATTCTTTAAAGGCC??GTTTTAGAATGCAGAATGTACATTAGGTGGCATGGAAA?GACTTCTTGCA
GCTTTGGCAGCTTACGCTGTGAGGGCCCTTATACTAAGCGGAGAAGCTCATTAACTGTCAGCACTTC
CATTATTGGTAATGAGATCAGCATGCACTTCCAGATTTGTTCCAGATTCTTAATACCATTGATTCCA
ACTTCAAAAAGAATGA?????????????????????AGTTTTGCAG????????????????????
???????????????????????????????????????????????????AGCTTACTGAACTAGG
GCTCAGACTCAAGGTTTTCTGCCTTGTTGCTTTGATTCATTGAGTTTGCAATGTCTAGTACCTTGAT



ATCCACAGACAGATGCCAGCAATAAAGACAC???????????????GCTAATGCTGAATTTCATA??
?AAAGTACCCT??TTTACGAAACATA?????GGGACAAACTGCATAGAT??TAT?ATTCGGCCCCTT
TGGCTAATCAAAGCAGCAGTATTGATTGCTATTT?TTTGGCAAACAACATTCTAGTCAGAGAGCTGA
TTCTTAAGTCTTTTGGAAGAATTAACTAA?TGCTATA??????????????????????????????
????????????AGATGGGTAAGAAAAGTAGTCTGCTATTATTTTACAATAACTAATAAGAGGGAAT
TACTATACTAACAACCTTTAAAAATGATCTCAGGAAA?AATTATTTGGTTCTCCGACACAGTGAATC
TTCTCAGTAATTCCACTCAAAGGAAGAGGCTGGACAAAGCAACTGTTCTCAGAGGGCCTATTTTCTC
CTTTGAAATTCATTGCAAACATCC?CCAGTCAA?TCGATAGCAGTGTGTCTGGAGGCAGAAACCATT
CTTGCTTTGGAAACAATTAGGTCTGTGTTATACTGAGTGGGGAATCTCATTAATTATCAACACTTAT
GTTACTGGTAAT?GGATCAGCATGCACTTCCGGCATTGTTCCAGATTCTTAACACCATAAAGAATAA
ATCCTTTCACTCTGATCAATTTCGTTG 
 
 
&[dna] 
Proechimys      
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTGTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCACCAGCGACCACCAGAAATCTCTTAACATTCTCCGGGCAAAGGATGATGACTCTG
GCCGGACCAGCTGCTATGAACCTGATATTCTGGAGGTTGATTTTAGTGCTGGTGATGGGTGTGAT?G
ACCTTGCAAGGTTGTTCAGCTGGACAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGACGAGAAG
AACCAAACT?CCTCACCTTGTGATGCCTCTCCTGACCCTGAGCAAGCCAGC?TCATCCCAGGAAAGG
AAGACAAACCACAACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGGTGCCCCTAACCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACATTACACCAGCAGGG
AGTGTGGTCCTCTCACCAGGCCAAAAGAATAAGGTAGGAACGGCCCAGTGTGAAATGCATCCAGAAG
CAAA?TTCATCAAAGACAATGCCTGCTTCTTCAAGGGAGATGCCAAACAGCATGTTATAATGACCCC
TCCC?TTGAGGTCAAATCGCATGAAGA?CCAAGCTTAAAGCAGGAGGATGCTTATGTCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTATGGGGCTGC?GAACGGGCTCCAAGCTCTGAAATGGCCCTCC
CAGATTATACCTCTGTTCACATAGTGCAGTCTCCACAAGGCCTCATCCTCAACGCGGCTGCCTTGCC
CCTGCCTTTG 
D.patagonum     
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATGCCAATGATG?????????G
CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCATCTCCTGACCCTCAGCAGGCCATTATAATTCCAGCAGAGC
AGGAAAAACCACAACCACTTCTTACTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTGTTCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCGGGCCAAAAGAATAAGGCAGGAATGCCCCAGTGTGAAATGCACCCAGAAG
CAAACTTCATCAAAGACAATGCTTACTTCTTCAAAGGAGATGCCAAAAAGCCYGATGTCATGACCCC
TCACATCGAGGTCAAGTCACATGAAGAACCGAGCTTTAAGCAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTCCAAGCTCCGAAATGGCTCTCC
CAGATTATACCTCCATTCATATAGTGCAGTCTCCACAGGGTCTCATACTCAACGCGGCTGCCTTGCC
CTTGCCTTTG 
D.salinicola    
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGCTGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATGCCAATGATG?????????G
CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCATCTCCTGACCCTCAGCAGGCCATTATAATTCCAGCAGAGC
AGGAAAAACCACAACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTGTTCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCGGGCCAAAAGAATAAGGCAGGAATGCCCCAGTGTGAAATGCACCCAGAAG



CGAACTTCATCAAAGACAATGCTTGCTTCTTCAAAGGAGATGCCAAAAAGCCCGATGTCATGGCCCC
TCACATCGAGGTCAAGTCACATGAAGAACCAAGCTTTAAACAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTCCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCCATTCATATAGTGCAGTCTCCACAGGGTCTCATACTCAACGCRGCTGCCTTGCC
CTTGCCTTTG 
K.rupestris     
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACAACCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATGCCAGTGATG?????????G
CGCCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCATCTCCTGACCCTCAGCAGGCCATTATAATTCCAGCGGAGG
AGGAAAAACCACAACCACTTCTTATTTCTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCCTACTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACATTACACCAGCAGGA
AGTGTGGTTCTCTCCCAGGCCCAAARGAATAAGGCAGGAATGTCCCAGTGTGAAATGCACCCAGAAG
CAAACTTCATCAAAGACAATGCTTACTTCTTCAAGGGAGATGCCAAAAAGCCAGATGTCATGACCCC
TCACAGCGAGGTCAAGTCACATGAAGAACCGCTTTTTAAACAGGAGGACACTTACATCACCACAGAA
AGCCTTAGCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTGCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCCATTCATATAGTGCARTCTCCACAGGGTCTCATACTCAACGCGGCTGCCTTGCC
TTTGCCCTTG 
H.hydrochaeris  
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCACCAGAAATCCCTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATCTCAATGCCAGTGATG?????????G
CACCTGTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGCGATGCATCTCCTGACCCTCAGCAGGCCATTGTAATTCCAGCAGAGG
AGGAAAAACCACAACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCCTAGTTCACTGCCAAACATGGACATTTATGCCCAAGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAAAAGAATAAGGCAAGAATGTCCCAGTGTGAAATGCACCCAGAAG
CAAACTTCATCAAAGACAATGCTTACTTCTTCAAGGGAGGTGCCAAAAAGCCCGATGTCATGATCCC
TCACATCGAGGTCAAGTCACATGAAGAACCAAGCTTTAAACAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTGCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCCATTCATGTAGTGCAGTCTCCACAGGGTCTCATACTCAACGCAGCTGCCTTGCC
CTTGCCTTTG 
C.aperea        
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCGGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGGTGATTCTG
GACGTACTAGCTGTTGTGAACCTGATATTCTGGAGGCTGATTTCAATGCCAATGATG?????????G
CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGAGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCACCTCCTGACCCTCAGCAGGCCCTTGTAATTCCAGCAGAGG
AGGAAAAACCACAACCACTTCTTATTGATAAAACTGAGTCAACTAACCAAGATGCCCCTAATCAGAT
AAGCAATCCTATTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACACCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAGAAGAATAAGGCGGGACTGTCCCAGTGTGAAACGCACGCAGAAG
CAAACTTCGTCAAAGACAATGCTTACTTCTTTAAGGGAGAYGCCAAAAAGCCCGATGTCATGACCCC
TCACATCGAGGTCAAGTTACATGAAGAACCAAGCTTTAAACAGGAGGATCCTTACATTACCCCAGAA
AGCCTTACCACTGTTGGTGGAAAGTTTGGGCCTTCAAAAAAGTCCCCAAGCTTTGAAAGGGTTTTCC
CAAATTATACCTCCATTCATATAGTG?????????????????????????????????????????
?????????? 
M.australis     
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGAAGGATCAGACACA
GACAAACTTCTCAGCAGTGACCGCCAGAAATCACTTAATATCCTTGGGGCAAAAGATGACGACTCTG
GACGTACTAGCTGTTATGAACCTGAAATTCTGGAGGTTGAGTTCAATGCCAGTGATA?????????G



CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCACCTCCTGATCCTCAACAGGCCCTTGTCATTCCAGCAGAGG
AGGAAAAACCACAACCACTTCTTATCGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGATTTTTATGCCCAGGTAAGCGACATTACACCAGCAGGG
AGTGTGGTCCTCTCCCCGGGCCAGAAGAATAAGGCAGGACTGTCCCAGTGTGAAACGCACCCAGAAG
CAAACTGCATCAAAGACAATGCTTGCTTCTTCAAGGGAGACGCGAAAAAGCCCGATGTCATGGCCCC
TCACATCGAGGTCAAGTCACACGAGGAACCGAGCTTTAAACAGGAGGATCCTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCCCCAGGCTCTGAAATGGGCCTCC
CAGATTATACCTCCGTTCATATAGTGCAGTCTCCACAGGGACTCATACTCAACGCAGCTGCCTTGCC
CTTGCCTTTG 
G.musteloides   
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACTCTGATGAAAAGATTGGAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATACCAGTGATG?????????G
CACCTCTGAGGTTGTTCAACCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCACCTTCTGACCCTCAGCAGGCCATTGTAATTCCAGCAGAGG
AGGAAAATCCACAACCACTTTTTAACRGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCTTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACACCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAGAAGAATAAGGCAGGAATGTCCCAGTGTGAAATGCACTCAGAAG
CAAACTTCATCAAAGACAATGCTTACTTCTTCAAGGGAGATGCCAAAAAGCCCGAYATCATGACCCC
TCACATCGAGGTCAAGTCACATGAAGAACCAAGCTTTAAACAGGA???TACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTGCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCCATTCACATAGTGCAGTCTCCACAGAGTCTCATACTCAATGCAGCTGCCTTGCC
CTTGCCTTTG 
G.spixii        
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGAATCTGATGAAAAGATTGGAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATACCAGTGATG?????????G
CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTTGTGATGCACCTTCTGACCCTCAGCAGGCCATTGTAATTCCAGCAGAGG
AGGAAAATCCACAACCACTTTTTAATGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCTTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACACCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAGAAGAATAAGGCAAGAATGTCCCAGTGTGAAATGCACTCAGAAG
CAAACTTCACCAAAGACAATGCTTACTTCTTCAAGGGAGATGCCAAAAAGCCTGATATCATGACCCC
TCACATCGAGGTCAAGTCACATGAAGAACCAAGCTTTAAACAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAGAACAGGCTGCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCTATTCACATAGTGCAGTCTCCACAGAGTCTCATACTCAATGCAGCTGCCTTGCC
CTTGCCTTTG 
Cuniculus       
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACCCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTGCAATGCCAGTGATGTGTGTGATGG
CACCTCTGAGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAGTAATTCACCTTGCAATGCATCTCCTGACCCTCAGCAGGCCAGTGTAATTCCAGCAGAGG
AGGAAAAGCCACAACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAAAAGAATAAGGCAGGAATGTCCCAGTGTGAAATGCATCCAGAAG
CAAACTTCATCAAAGACAATGCCTACTTCTTCAAGGGAGATGCCAAAAAGCACACTGTCATGACCCC
TCACTTCGAGGTCAAGTCATGTGAAGAACCGAGCTTTAAACAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGGCTGCAGAACAGGCTCCAAGCTCTGAAATGGCTCTCC



CAGATTATACCTCCATTCATATAGTGCAGTCTCCACAGGGTCTCATACTCAACGCGGCTGCCTTACC
GTTGCCTTGG 
Dasyprocta      
CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGACCCTGATGAAAAGATTGAAGGATCAGACACA
GACAGACTTCTCAGCAGTGACCATCACAAATCACTTAATATCCTTGGGGCAAAAGATGATGACTCTG
GACGTACTAGCTGTTATGAACCTGATATTCTGGAGGCTGATTTCAATGCCAGTGATG?????????G
CACCTCTGAGGTTGTTCAGGCAAACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAG
AATCAAAATAATTCACCTCGTGATGCATCTCCTGACCCTCAGCAGGCCAGTGTAATTCCAACAGAGG
AGGAAAAATCACAACCGCACCTTACTGGTAAAACTGAGTCAACTAACCAAGATGCCCCCATTCAGAT
AAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAAAAGAATAAGGCAGGAATGTCCCAGTGTGAAGTGCATCCAGAAG
CAAACTTCATCAAGGACAATGCTTACTGCTTCAAGGAAGATGCCAAAAAGCACATTGTCATGGCACC
ACACATCGAGGTCAAGCCACATGAAAAACCGAGCTTTAAACAGGAGGATACTTACATCACCACAGAA
AGCCTTACCACTGCTGCTGAGAAGTCTGGGGCTGCAGAACAAGCTCCAAGCTCTGAAATGGCTCTCC
CAGATTATACCTCCGTTCATATAGTGCAGTCTCCACAGGGTCTCATACTCAACGCGGCTGCCTTGCC
CTTGCCTTTG 
 
; 
 
ccode  +  1 3 11 13 15 17 19 20 22.24 26 29 30 39 41 51 55 56 
59 60 64 81 84 94 97 105 107 108 112 115 118 132 136 137 139 *; 
 
ho 150000; 
proc /; 
comments 0 
; 
 



SOM 3. The list of synapomorphies of the phylogenetic analysis. 
 
  Dolicavia_minuscula :  
     All trees:  
       Char. 6: 0 --> 1  
       Char. 7: 0 --> 1  
       Char. 12: 0 --> 1  
       Char. 14: 0 --> 1  
       Char. 16: 2 --> 0  
       Char. 30: 0 --> 2  
       Char. 40: 1 --> 0  
       Char. 41: 0 --> 1  
       Char. 73: 0 --> 1  
       Char. 81: 2 --> 3  
       Char. 112: 1 --> 0  
  
   Microcavia_chapalmalensis :  
     All trees:  
       Char. 1: 2 --> 3  
       Char. 10: 1 --> 0  
  
   M.australis :  
     All trees:  
       No autapomorphies:  
  
   Neocavia_lozanoi :  
     All trees:  
       No autapomorphies:  
  
   Neocavia_depressidens :  
     Some trees:  
       Char. 19: 3 --> 4    
       Char. 81: 1 --> 0   
 
   Neocavia_sp_nov :  
     All trees:  
       No autapomorphies:  
  
   Neocavia_sp :  
     All trees:  
       No autapomorphies:  
  
   C._porcellus :  
     All trees:  
       Char. 30: 0 --> 1 
    
   Cavia_tschudii :  
     All trees:  
       No autapomorphies:   
  
   C.aperea :  



     All trees:  
       No autapomorphies:  
  
   Cavia_cabrerai :  
     All trees:  
       Char. 81: 0 --> 2  
  
   Paleocavia_impar :  
     All trees:  
       No autapomorphies:  
  
   Paleocavia?_mawka :  
     All trees:  
       Char. 18: 1 --> 0  
       Char. 112: 1 --> 0  
  
   G.musteloides :  
     All trees:  
       Char. 20: 1 --> 0  
       Char. 51: 2 --> 3  
       Char. 52: 0 --> 1  
       Char. 128: 0 --> 1  
       Char. 242: C --> T  
       Char. 251: A --> G  
       Char. 261: T --> C  
       Char. 373: A --> T  
       Char. 449: A --> T  
       Char. 475: A --> G  
       Char. 500: A --> G  
       Char. 505: T --> C  
       Char. 537: T --> G  
       Char. 543: C --> T  
       Char. 610: T --> C  
       Char. 626: T --> C  
       Char. 647: C --> T  
       Char. 736: C --> T  
       Char. 801: A --> T  
       Char. 812: A --> G  
       Char. 840: C --> T  
       Char. 847: G --> A  
       Char. 909: C --> T  
       Char. 919: C --> T  
       Char. 920: C --> A  
       Char. 1016: A --> T  
       Char. 1019: T --> C  
       Char. 1031: A --> C  
       Char. 1039: C --> A  
       Char. 1040: A --> T  
       Char. 1121: A --> T  
       Char. 1133: C --> T  
       Char. 1145: C --> T  



       Char. 1178: C --> T  
       Char. 1206: C --> T  
       Char. 1214: A --> T  
       Char. 1217: C --> A  
       Char. 1220: C --> T  
       Char. 1235: C --> T  
       Char. 1265: C --> T  
       Char. 1268: C --> A  
       Char. 1289: C --> T  
       Char. 1307: T --> C  
       Char. 1322: C --> T  
       Char. 1332: C --> T  
       Char. 1343: T --> C  
       Char. 1346: A --> C  
       Char. 1355: C --> T  
       Char. 1358: A --> C  
       Char. 1412: T --> C  
       Char. 1445: T --> C  
       Char. 1454: A --> T  
       Char. 1464: G --> A  
       Char. 1529: T --> C  
       Char. 1547: C --> G  
       Char. 1562: T --> A  
       Char. 1568: T --> C  
       Char. 1612: A --> G  
       Char. 1634: C --> T  
       Char. 1674: C --> T  
       Char. 1685: C --> A  
       Char. 1688: C --> T  
       Char. 1773: A --> T  
       Char. 1777: T --> C  
       Char. 1787: C --> T  
       Char. 1788: A --> C  
       Char. 1793: G --> C  
       Char. 1809: C --> T  
       Char. 1813: C --> T  
       Char. 1830: C --> T  
       Char. 1848: T --> C  
       Char. 1862: T --> C  
       Char. 1895: A --> G  
       Char. 1934: C --> T  
       Char. 1940: C --> T  
       Char. 1962: C --> T  
       Char. 1979: T --> C  
       Char. 1994: C --> T  
       Char. 2028: T --> G  
       Char. 2042: C --> T  
       Char. 2047: C --> T  
       Char. 2079: T --> C  
       Char. 2120: A --> C  
       Char. 2144: C --> T  



       Char. 2153: C --> A  
       Char. 2165: C --> A  
       Char. 2171: C --> T  
       Char. 2179: T --> C  
       Char. 2183: C --> T  
       Char. 2219: A --> G  
       Char. 2283: G --> A  
       Char. 2290: T --> A  
       Char. 2291: G --> T  
       Char. 2448: A --> C  
       Char. 2457: A --> G  
       Char. 2639: T --> C  
       Char. 2640: G --> A  
       Char. 2682: T --> A  
       Char. 2717: C --> T  
       Char. 2952: T --> C  
       Char. 3009: A --> T  
       Char. 3104: A --> G  
       Char. 3243: T --> G  
       Char. 3290: A --> G  
       Char. 3559: G --> A  
       Char. 3700: T --> C  
  
   G.spixii :  
     All trees:  
       Char. 1: 2 --> 1  
       Char. 12: 0 --> 1  
       Char. 155: T --> C  
       Char. 192: G --> A  
       Char. 200: A --> T  
       Char. 210: A --> G  
       Char. 212: C --> T  
       Char. 226: T --> C  
       Char. 354: C --> T  
       Char. 361: A --> T  
       Char. 362: T --> A  
       Char. 403: A --> G  
       Char. 406: A --> G  
       Char. 411: A --> G  
       Char. 413: A --> G  
       Char. 451: A --> G  
       Char. 453: A --> T  
       Char. 476: T --> C  
       Char. 502: A --> T  
       Char. 593: C --> T  
       Char. 635: A --> G  
       Char. 641: T --> C  
       Char. 806: T --> C  
       Char. 846: A --> G  
       Char. 897: A --> G  
       Char. 898: T --> C  



       Char. 912: T --> G  
       Char. 917: A --> G  
       Char. 918: T --> C  
       Char. 944: A --> G  
       Char. 945: G --> A  
       Char. 1004: T --> C  
       Char. 1042: C --> A  
       Char. 1048: T --> C  
       Char. 1112: A --> T  
       Char. 1119: T --> A  
       Char. 1127: A --> C  
       Char. 1130: C --> T  
       Char. 1139: T --> C  
       Char. 1154: C --> T  
       Char. 1161: C --> T  
       Char. 1169: C --> T  
       Char. 1185: G --> T  
       Char. 1205: T --> A  
       Char. 1226: C --> G  
       Char. 1236: A --> C  
       Char. 1238: C --> T  
       Char. 1245: T --> C  
       Char. 1250: C --> T  
       Char. 1269: G --> T  
       Char. 1271: A --> C  
       Char. 1328: C --> A  
       Char. 1421: C --> T  
       Char. 1475: T --> C  
       Char. 1499: A --> G  
       Char. 1526: T --> C  
       Char. 1532: C --> A  
       Char. 1550: A --> C  
       Char. 1571: A --> C  
       Char. 1592: C --> T  
       Char. 1601: C --> A  
       Char. 1604: C --> T  
       Char. 1625: A --> G  
       Char. 1643: C --> T  
       Char. 1652: T --> C  
       Char. 1658: C --> G  
       Char. 1660: T --> A  
       Char. 1667: T --> C  
       Char. 1703: C --> T  
       Char. 1709: A --> G  
       Char. 1725: T --> A  
       Char. 1726: C --> T  
       Char. 1733: A --> C  
       Char. 1760: C --> T  
       Char. 1763: C --> T  
       Char. 1772: C --> T  
       Char. 1801: T --> A  



       Char. 1808: A --> C  
       Char. 1814: A --> T  
       Char. 1815: C --> T  
       Char. 1817: C --> A  
       Char. 1841: C --> T  
       Char. 1844: C --> T  
       Char. 1847: C --> T  
       Char. 1853: A --> G  
       Char. 1856: C --> T  
       Char. 1880: C --> T  
       Char. 1898: A --> C  
       Char. 1901: C --> T  
       Char. 1922: C --> T  
       Char. 1928: T --> C  
       Char. 1955: T --> C  
       Char. 1974: C --> T  
       Char. 1976: A --> G  
       Char. 2006: C --> T  
       Char. 2009: A --> T  
       Char. 2019: C --> T  
       Char. 2024: C --> T  
       Char. 2057: C --> A  
       Char. 2066: A --> G  
       Char. 2070: C --> T  
       Char. 2072: T --> A  
       Char. 2086: T --> G  
       Char. 2087: A --> G  
       Char. 2093: C --> T  
       Char. 2094: C --> T  
       Char. 2099: T --> A  
       Char. 2114: T --> C  
       Char. 2135: C --> T  
       Char. 2138: C --> A  
       Char. 2141: C --> T  
       Char. 2178: T --> C  
       Char. 2182: T --> C  
       Char. 2186: C --> T  
       Char. 2187: C --> T  
       Char. 2193: C --> T  
       Char. 2198: C --> T  
       Char. 2207: A --> T  
       Char. 2223: A --> G  
       Char. 2225: A --> T  
       Char. 2353: G --> A  
       Char. 2430: C --> T  
       Char. 2449: A --> C  
       Char. 2627: T --> C  
       Char. 2665: T --> C  
       Char. 2692: A --> G  
       Char. 2740: G --> A  
       Char. 2798: T --> C  



       Char. 2875: G --> A  
       Char. 3061: T --> G  
       Char. 3066: T --> C  
       Char. 3067: G --> A  
       Char. 3280: A --> C  
       Char. 3325: T --> G  
       Char. 3376: C --> A  
       Char. 3845: G --> A  
       Char. 3885: T --> C  
       Char. 3928: C --> T  
       Char. 4090: C --> T  
 
 
  
Node A (Fig 9): Subfamilia Caviiane 
     All trees:  
       Char. 6: 1 --> 0  
       Char. 12: 2 --> 0  
       Char. 17: 1 --> 0  
       Char. 37: 0 --> 1  
       Char. 39: 1 --> 2  
       Char. 41: 1 --> 0  
       Char. 43: 1 --> 0  
       Char. 46: 0 --> 2  
       Char. 55: 1 --> 2  
       Char. 119: 2 --> 1  
       Char. 377: T --> C  
       Char. 495: C --> T  
       Char. 608: T --> C  
       Char. 1025: A --> T  
       Char. 1130: A --> C  
       Char. 1520: C --> T  
       Char. 1754: C --> T  
       Char. 2229: C --> T  
       Char. 2339: T --> C  
       Char. 2373: T --> C  
       Char. 2397: A --> G  
       Char. 2780: C --> T  
       Char. 3635: T --> C  
       Char. 3799: G --> A  
       Char. 3832: A --> G  
       Char. 4132: G --> A  
  
Node C (Fig 9B): Dolicavia, Neocavia, Microcavia, Palaeocavia, 
Cavia 
     All trees:  
       Char. 13: 1 --> 2  
       Char. 19: 2 --> 3  
       Char. 157: A --> G  
       Char. 159: T --> C  
       Char. 179: G --> A  



       Char. 186: C --> T  
       Char. 210: A --> T  
       Char. 220: A --> T  
       Char. 239: T --> C  
       Char. 272: A --> G  
       Char. 299: A --> G  
       Char. 352: A --> G  
       Char. 424: T --> C  
       Char. 471: T --> C  
       Char. 504: A --> G  
       Char. 536: A --> G  
       Char. 801: A --> G  
       Char. 809: C --> A  
       Char. 942: T --> C  
       Char. 958: A --> G  
       Char. 1016: A --> G  
       Char. 1152: T --> C  
       Char. 1205: T --> C  
       Char. 1382: T --> A  
       Char. 1397: A --> G  
       Char. 1547: C --> T  
       Char. 1613: C --> T  
       Char. 1769: C --> T  
       Char. 1788: A --> T  
       Char. 2320: T --> C  
       Char. 2396: C --> T  
       Char. 2802: T --> C  
       Char. 2928: G --> A  
       Char. 3009: A --> C  
       Char. 3656: A --> C  
       Char. 3848: A --> C  
       Char. 3864: T --> C  
       Char. 3992: A --> C  
       Char. 4054: T --> C  
 
Node H (Fig 9B): Dolicavia, Microcavia, Neocavia  
     All trees:  
       Char. 42: 1 --> 0  
       Char. 49: 0 --> 1  
       Char. 50: 0 --> 1  
       Char. 51: 12 --> 0  
       Char. 53: 0 --> 1  
       Char. 54: 2 --> 3  
       Char. 126: 0 --> 1  
  
Node E (Fig 9B): Neocavia depressidens, Palaeocavia, Cavia 
     All trees:  
       Char. 81: 2 --> 0  
 
Node G (Fig 9B): Microcavia, Neocavia 
     All trees:  



       Char. 60: 1 --> 0  
       Char. 118: 1 --> 0  
  
Node I (Fig 9B): Neocavia  
     All trees:  
       Char. 19: 3 --> 4  
     Some trees:  
       Char. 46: 2 --> 1  
       Char. 81: 2 --> 1  
       Char. 127: 0 --> 1  
       Char. 131: 2 --> 0 
 
Node D (Fig 9B): Microcavia 
     All trees:  
       Char. 18: 1 --> 0  
       Char. 33: 1 --> 0  
       Char. 84: 01 --> 2  
 
Node F (Fig 9B): Cavia 
     All trees:  
       Char. 1: 2 --> 1  
       Char. 112: 1 --> 3  
       Char. 117: 3 --> 2  
       Char. 119: 1 --> 3  
 
Node Cavia tschudii, Cavia aperea 
     All trees:  
       Char. 84: 2 --> 3  
 
Node B (Fig 9B): Galea 
     All trees:  
       Char. 10: 1 --> 0  
       Char. 14: 0 --> 1  
       Char. 19: 2 --> 1  
       Char. 30: 0 --> 2  
       Char. 40: 1 --> 0  
       Char. 60: 1 --> 0  
       Char. 136: 2 --> 1  
       Char. 162: C --> T  
       Char. 166: A --> C  
       Char. 202: G --> A  
       Char. 281: CT --> A  
       Char. 349: G --> A  
       Char. 412: A --> T  
       Char. 462: A --> T  
       Char. 465: A --> G  
       Char. 482: T --> C  
       Char. 491: A --> G  
       Char. 494: C --> T  
       Char. 498: A --> G  
       Char. 527: T --> C  



       Char. 595: A --> G  
       Char. 602: T --> A  
       Char. 731: C --> T  
       Char. 802: C --> T  
       Char. 851: G --> A  
       Char. 889: A --> T  
       Char. 941: T --> C  
       Char. 959: A --> G  
       Char. 1017: A --> T  
       Char. 1027: C --> A  
       Char. 1124: C --> T  
       Char. 1175: C --> A  
       Char. 1221: C --> T  
       Char. 1256: A --> T  
       Char. 1278: A --> C  
       Char. 1279: C --> T  
       Char. 1295: T --> A  
       Char. 1304: C --> T  
       Char. 1340: A --> C  
       Char. 1386: C --> A  
       Char. 1466: A --> C  
       Char. 1478: CT --> A  
       Char. 1577: C --> A  
       Char. 1578: C --> T  
       Char. 1619: C --> A  
       Char. 1668: G --> T  
       Char. 1778: C --> T  
       Char. 1797: C --> A  
       Char. 1838: A --> C  
       Char. 1868: C --> T  
       Char. 1883: A --> T  
       Char. 1910: A --> T  
       Char. 1919: C --> T  
       Char. 1946: C --> A  
       Char. 1952: C --> T  
       Char. 1958: C --> T  
       Char. 1988: C --> A  
       Char. 2000: C --> T  
       Char. 2030: A --> C  
       Char. 2146: C --> T  
       Char. 2150: C --> T  
       Char. 2192: C --> T  
       Char. 2212: T --> C  
       Char. 2216: A --> C  
       Char. 2265: A --> G  
       Char. 2280: T --> C  
       Char. 2284: G --> A  
       Char. 2328: T --> G  
       Char. 2385: A --> G  
       Char. 2391: A --> C  
       Char. 2392: T --> C  



       Char. 2446: C --> T  
       Char. 2447: A --> G  
       Char. 2619: G --> A  
       Char. 2636: C --> T  
       Char. 2637: C --> T  
       Char. 2673: T --> C  
       Char. 2694: T --> A  
       Char. 2737: T --> G  
       Char. 2766: T --> G  
       Char. 3031: C --> G  
       Char. 3037: A --> T  
       Char. 3055: T --> C  
       Char. 3086: A --> G  
       Char. 3148: G --> A  
       Char. 3178: T --> C  
       Char. 3180: T --> G  
       Char. 3206: T --> A  
       Char. 3274: T --> G  
       Char. 3314: T --> C  
       Char. 3393: A --> G  
       Char. 3521: G --> A  
       Char. 3638: C --> T  
       Char. 3682: A --> T  
       Char. 3695: C --> T  
       Char. 3699: T --> A  
       Char. 3750: C --> T  
       Char. 3869: C --> T  
       Char. 3932: G --> A  
       Char. 4055: C --> G  
       Char. 4096: T --> C  
       Char. 4115: G --> A  
       Char. 4129: C --> T 


